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First of all, the organizing committee would like to give special thanks for both the 1,311 submissions before the
deadline and the late breaking abstracts for our poster sessions! Together with 706 webinars in the symposia and the
workshops, MBSJ2020 Online is replete with over 2,000 scientific presentations in English.

Participants can discuss virtually with speakers “face-to-face” in “Meet the Speakers” after each symposium and
workshop. In addition to live streaming of all the webinars during the meeting, more than half of them can be viewed on
demand for one week after the meeting.

If you have not registered MBSJ2020 Online yet, we welcome late registration at https://www2.aeplan.co.jp/mbsj2020/
english/registration/index.html.

We have been in the midst of challenging time to do research; nonetheless, MBSJ2020 Online rises to the occasion with
truly innovate discoveries and exciting platforms for discussion. We very much look forward to your participation next

month!

November 2020

2020. Dec 2 (Wed) - Dec 4 (Fri) 3



J
@ MBS)

Yavaw

55

T

ASEIEARDFENFRER

F =

&R
= E RESARFE KEFRE BT
HBEES
EREZER
PR EB REAFE KFEFRELMER
HEEE
AR Fz REAFE KFEPREamil LI R
B H=F REASE KFREZMAER / WPIE NS SSEMENS
005 LFES
075 LFBR
HiE EE REPARF K Emil LM F
075 L%B
LIE TA REARZE T I - BEERZMER
MR EE RERKE: AP LA R
A R REBRF KEPTE R AT R
H= B RESRT KEPREmRIEMER
B % REPAFE KELELATR
55 % REBKRT KEPEmil LMz F
BE B2 REBKE: KEFRIRRAZE R
K& JTR REBKRE: T4 I A - BEERSZHEN
= K ERTIHRI M AR RRASE FTinRl iz Rt
Peter Carlton REPKFE K mRl ok
ALl &% REPKRE K E MRS
Py SN REPKRT KEPEmil LMz F
REERTF RERS ME — RG> A7 LR
T ESE REARSZ KEREGRZMER / R r R 70— /NURE | —4—Bi 3> —> 7 AK-connex)
g 578 RESAF EFEBI BRI
iy REKZ IPSHPIZEAT
i B REASE KEREZMAER / WPk NEYESEMETNS
o = RESATE ME—MRERE Y AT LAY
B E RESATE YWE—MRERE Y AT LAY
TR X RESAF KFEFEEAAER
hE =A REASE KEFIRSEMER
HRE EE REASE 1A - BEERZHER
Bl ¥ET REKZ IPSHPIZEAT
R B8 IFOM / 1 &) 73 F BB ZErT
EE RE REAF KFEFREFMAER
BR RE ERAYF IR AR EZTERPT
L HF REASE KEFIRSEMER
James Alan Hejna RESARFE KPR a2 ATR
¥/ #HE REKRSE 1A - BEERZHER
# T REAFE KEFR T MRS
LR #at RESAS: IPSHIRAAZERT
REREBH REAFE KFEFEFMER
R AEL RESAFE KEFRE BT
g B RESAFE KEFREMRIZMAR / ERMAER
FaRMk
James Alan Hejna REPATE KEPEmil LM H
DR A REAE
NP TR TREBAF
4 MBSJ2020 Online



ﬁmlmmemmwmmmmmmmmmmm

A fE Bt =

QFRABIT
B4R BAD FEHFEF R (MBSJ2020 Online)

*FE = R

£+ EGREBAE KEFREGRELMTED
*z M

2020F 1228 0K) ~ 48 (&)
oz

T2 VEE

o &

BEFEFEIEN BEADFENF R

®FELT/OIT L

SURTITTIN

D—>av/

RAR—

TJHd—71

INMATFo/a0—tIF—
Sa—b—AC—=XTLE>TFT—=3)
Fv ) FNARESTHE

EREMFTFHER

g AR EESNRERS(F 51 )

SFR

BASERERS
B K:2020%F12A3B(K)18:30~19:30
(= T#(19:30~20:00). B0 = EEEHEELDFHESINET.)
F v xJL:Ch O1

QYT NIRRT L

H B:2020F1285H (1) 14:30~21:00
=+ {E:Women in Science Japan (WiSJ)
(%FBABRAERZEFEBRDARETHESNE T, FHlITESR— L= THERZE0N,)

*LHAaEE

FAZRIBAAD FEMERFREHH
T101-0003 EREFRAX—V1E2-4-4 —V15HIEEARE
E-mail:mbsj2020@aeplan.co.jp  Tel:03-3230-2744 Fax:03-3230-2479
R— L= https://www2.aeplan.co.jp/mbsj2020/

2020. Dec 2 (Wed) - Dec 4 (Fri)



EA3RIHAD FENFRER

\nix

Q'MBS ]

H & =X

\
8 9 10 11 12 13 14 15 16 17 18 19 20 21
NMTY
R oss I — R oos
SYRITL o I _
TS5y 12:00-13:00 RGNl T AL
9:00-11:30 FRRE 15:30-18:00 18:30-20:00
11:45-13:00
12
A
5 K-
() K - BEm
13:15-15:15
T4 VERRE
0:00-24:00
NMTY T4—F L
SURIYL LA SURIY I 18:30.20.00
T=vvav7 — I—yvav7
.
9:00-11:30 FROE 15:30-1800 DR
11:45-13:00 EEESBEERX
T 18:30-20:00
12
A
3 F25—
() K - B
13:15-15:15
T4 VRRES
0:00-24:00
Y RITL NMFY SURIY L 5L
J—yav7 IF— J—=2av7
18:30-20:
9:00-11:30 12:00-13:00 15:3018:00 8:30-20:00
153 Ta—4r—2A
i (—ZTLESF—yaY)
H 12:00-15:30
(&)
RAR— BRARE
RE - W 18:15-20:00
13:15-15:15
T4 VRRR
0:00-24:00

6 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

(% 8)

[ty>arv&sIconT]

PE RPN

(J) B

[mESECOVT]

SURIY I
J—y¥av7:
HEFRIC DLV -

Q==

DR + FRl/ FiE (A/P) + Y VRITL (S) +-
BB + 481/ 4 (A/P) + 0= >av T (W) +-
(4F#f) 9:00 ~ 11:30. (F#) 15:30 ~ 18:00

RMER A+ TA =54 (F) +- O 7)) + Fvy I (Ch)
KOVRIYL - D=3y TRINTEBTORBERYET.

NA7>) + FvxJ (Ch)
N T>) + FvxJ (Ch)

() 1AS-01:% 1 BE - F#f -
(B) 1AW-01 : 551 BE - 477 -

() 1F-01:%1HHE - Ch 01

Ch 01
Ch 01

®£1H88 12828 (K

ch 9:00-11:30 12:00-13:00|13:15-15:15 15:30-18:00 18:30-20:00
1AW-01 1F-01
1PS-01
BETO7 74 ) I OHEE - B - 8 - 20 - | £+ U F/SR - AVED-CREST/PRIME, TABREIIAN.:
Ch 01 g4 A T—F T ORFENEDPRETDHD (7074 A% ADER EEFHE i
EROBEA CUINEVIROETORE) | EEREE
o T L RD2 PE 5%/ L5 S St @4Eﬂnﬁﬁi§<§3}\ﬂ ﬁa;ﬁﬁmﬁ%m (AMED)
e 1F-02
Ch o2 et RNA L;é&t;&@ﬁm ”'4@ %H%R%Fﬁ\lllvé)%%ﬁﬁ ﬂﬂ@mﬂﬁ_ﬁ‘zﬁd)ﬁﬁﬁﬁiﬁﬂﬁ%{ TAA=IV5
[ s 2R EAEE; E
A4+ 35 A5 e e RERTREIEEA EABGHA R
%‘%ﬁ%/ammé GREE R B /I
B DR A 1PW-03 i
ch o3 gy S RNA IM/jsz Za>¥ FLIOF AN RBERFIS 2= hr—vaY
W4 8T /JARAMILLO, Maritza Ot AR/ R 8 30X/ MR BN
1 HIRRBEHT 5 mz(v/}/ Ot s srysmn 1F-04
Ch 04 WA Aka:éiﬁiﬁﬁl]ﬁutb% § e dain EEFREEROEL BEORHR
HiE EH / KE HRT hgfn?ﬁummgﬁs)_;géan;aﬂﬂgd—\rzxww HHe A0/ KB R
XF A LI X F I BT 1Pwo 1705
Ch 05 e frB7-o EFWREPYVEHE #ﬁ@%ﬂ]ﬁ@ﬁ%ﬁﬂn ROE (XLHIR) 7: RRIIZHEL
TR e L T g B4/ RN HE B /4
BRI BATLALTO 1PW-06 1F-06
Ch 06 R R R 13725 <{€5F ~ Women be ambitious ~ #EX9 % TOR tHROHRR
BK E/{EE E BRER 65 / K E 7 A3 BRSE / BiTE Ed
1AW-07 B 1PS-07 ~1F-07 1)
Ch 07 REMBAD RIS M I L Bl L aTHENE S v LTINS F1—T U UBF O AR
BB LR AR vasohibin O£
258 —88 / et — PR = /MR BT K Fah / B
1AW-08 1PW-0 08
Ch 08 e LT DT Fd B TET b gg\ﬁ@f%m“‘“ re) b\bﬂbf%i@ﬁﬁﬂ/\»{#ﬂ’)—
Hich 40799 / 7% 7K FRES 2t / 1R s AR & /A AR
N *®
1AS-09 1PS-09 A LGB TR @
ChO9 | ALABEDSHE : 2020 A DFRA 1 2 AT BB Wl d ég’g@\mmt
R Zis /PARRISH, F. Nicholas S p thEE A/ /N it S B X5 %) 18:30~20:10
I 1F-10
ch 10 BEHNY Aﬁ@*ﬁ%gﬂu < Edfl 7 % WPI 4 ﬂgﬁslilg‘/ﬂf*‘)"ﬂ_\ iﬂn i m;&ﬁ%@é\wjﬁﬁ'i 2o§o
T o B / I
Wi $ath / (R IR t * ME =7/ ¥= % R 8 Z (NBDO)
BBER 135 A O RR REORAA T : 1P T [ 7o
f = - - Reconstituting human embryonic development i o
Ch 11 TS 5,(,1\& j’;ﬁ%ﬁﬁnmw}itﬂfﬂu 7 & - novel tools and exciting perspectives |77 %Lﬁfm;@ii% E7y w4 7L‘)
=5 BE / @lE §1F | = ALEV, Cantas/SHENG, Guojun ) P ONE T
1AW: P12 18:30~20:15
Ch 12 %EE%%#Z%EI&T%E%%E%BEE [EABBEBOMR - MEROSHEL : :
a3 iﬂ&?ﬁ%gﬁt l: NMEERHESA DS
A/ B 2H BE /TR 526
i s S A 2%@03’?;7&‘(&&&)6 SIS EED
Ch 13 EWFIYTADEY NI RIVICED BAmER g
9&% 7'32'3—55 / WL\E 1@71:1 )#IJJ %65 / i@ E
1AW-14
Ch 14 YHFELSDESEILE S ) LB %éﬁtiﬁﬂiﬂquﬂ)#ﬁﬁﬁﬁ EABHED
HRE RAIC LS TR 247 EDERLRE~
KEF B/ R WA /KR ﬁ%ﬁ /B faiE
AAHE5Q0L ﬂﬂﬂﬂd\%’%a@ B 1PW-15
ch1s = B HEIBID MR D=L
#* %EH” /= B NI SRR / 4RI AT
1AW-16 1PW-16 i
Ch 16 MpEED [15) @Wﬁktﬁuﬁﬂ <1 F—7 DSB EEEBNO X H=XLE
LB E OB | HERE
St 7 iE— / /N %e%? BE B/ B s
BT 2% AR 1L
Ch17 Ay AT BEOHRN
4K Tl / JEE 2 A T8 /A A=
_1PW-18 B
Ch 18 %mﬂﬂ%ﬁz#‘%‘tlz&ﬂ%‘&@# ? R o i~
H A%/ SR 26 B KA BA
ch 19
EOR N F51 VRRR
Remo b
2020. Dec 2 (Wed) - Dec 4 (Fri) 7



J
@ MBS)

A

43

H7R

A4

i

aat7/k=a

RER

[ty>arv&sIconT]

SVRIT L

DR + FEl/ FiE (A/P) + S VRITL (S) +-
J—v¥av7  BER + I/ FE (A/P) + D=3y T (W) +-

HEFRICDUVT ¢ (AT 9:00 ~ 11:30. (442) 15:30 ~ 18:00

PE RN

(J) B

[mESECOVT]

Q==

RMER A+ TA =54 (F) +- UM 7)) + FvyxIL (Ch)
KOVRIYL - D=3y TRINTEBTORBERYET.

INA7>) + FvxJ (Ch)
INAT>) + Fv &I (Ch)

() 1AS-01: % 1 BE - F#f -
#7 - Ch 01

() 1AW-01: 51 BHE - Fi

Ch 01

() 1F-01:%1HHE - Ch 01

®£2HB 12A3A8 (K)

ch 9:00-11:30 12:00-13:00 | 13:15-15:15 15:30-18:00 18:30-20:00
2AS-01 B 2PW-01 " s =10EEE
Ch 01 EWFICBIBRAEBNT TO—FO | £x TR SRLEIEMIER D RNARA X /NI K % 43 EERHE YN
&It ZERTH FIED—IL R " OFBRICEF T 18:30~19:30
(2l YR\ o N W =X/ Flk &5 19:30~20: 00
11:45~13:00 2PW-02 2F-02 J
) 2AW-02 \—:| TA A SN AT SHEERRRORE JST EEHIF [ERIl SR T OB HI)
Ch 02 Decoding and Engineering Cell Shape - #% £ 5740 Intrinsically Disordered Region (IDR)
WANG. Yu-Chiun/MOORE, Adrian BANIRORT S A %4;&{!7}&;5%%% 18:30N20:3@
W-03 2PS-03 2F-03
Ch 03 VH%L%EAWL-E@TZJU yoav7: IRERMER ZE Ul Big data virology: [ 7— &g J
£/t ¥y - TL—2 ZN—~ Dk AR h e %
WONG Rlchard/ SN T KEE TTR / R FE RER BT / IS W3R8
2AS-04 2PW-04 2F-04
Ch 04 Dynamic and structural regulation of LZEMREDERDPIOVT DL ﬁmgiiﬁéﬂgﬁﬂfmﬁﬁlﬁr AMED e
chromosome inheritance in meiosis EMFORIRICLN DI EZBIRLT PEESL Y f%Egmngg%%ﬁ :
CARLTON, Peter/ &R %42 Hik #EF / I B Lo B ) e 18:30~20:30
Ch 05 SbY ) WIS R EDERRE w2 R R pe L0 kv pRER s B
=45 188 / B FRE /TE ég s AR O T AN TR 502020
2PW-06 OF-06 (E]
oh 06 DNA 28 - @:f, pesmsomn BEEEL NERAT ) LEFIEED EMBO ON\YZF > hL—=
DI TARx—ary BifIC KB b MNRBIMER DR SFTHED : umﬁzﬂ%t?‘iﬁﬁtlﬂ%
ﬂ-m %D% / =0 f— &S IR/ AA ZH BT/ Bk AT
53 family, i fzpvvfod7 biquitination i =
o7 | BiEmE2amIRL mﬁ:tzz v hO—2 D onreant intarmation. hymosia tnd gan nmo)ﬁa_ame&mamaﬁm
development, inflammation, hypoxia and cancer
RIE RF /TR = CANDEIAS, Marco/ Aok EEF RT 55 / $9K2 BARD
2AW-08
Ch 08 $E%t@gg§%%ggﬁ%ﬁﬁgﬁ%ﬂﬂi@ 5 L\ﬁ%ﬁﬁm;{;?c;;@m@t& Féﬁt_c&:%ﬂ}? //\7%0)@:.)?&1!5%2:1%%
IR a2 e T— NP
fERE B/ RN BE 4R TIEY /IKH % AR KT/ &% RFF
o " * 7 LORERRRRCTR bRy VRO ]
oo B 4 ~ . < » A
Ch 09 o + 2 A3oamEERLT sAeREORIE | i LIS LA BN
= S A& #= /FAGARASAN, Sidonia A4
Frll B3 / 21 8% - % 5B T
2AS-10 z ! 2F-10
Ch 10 BWATE ORI B OEEAR ORZTT R IE 3 F%ﬁﬂ@%{tb‘bﬁtflﬁ%{t hﬂﬁ‘ﬁﬁﬁj A2 R VU HERDOHRR
SH /M (BAR) BT t = plin:: JEIWAST N ESamn=- MES TS 18:30~20E
wic E%F‘iﬁr"’&% BEMEFE ) FIVH X Y 1’1’ &
< X_ & - *Z73X 1= ar s .
ch 11 LS SR e a 2 Y/ 1Yoy iﬁﬂ’?ﬁé&f A SRS
JOKE H03h / A &% | % R /S 8% .
RIFRRRE iigé'Aéwrﬂét%d)ﬁ&% I£&% fE&T I H. ZE\QI“ 5 HIET %
5 BT BIE fRlc J\A 05—
chiz T e esios s BRERAEORRLEIE ”ng’ﬁﬁ’gﬁgﬂt %ﬁfﬁg I
e B/ ik BT BN K/ B =5 [RES
8 57
Ch 13 5&&%7)@7%'&)‘5 /A"Eﬁ%%i ZRET 70— 9;);(%2%3}%7)\‘4'%%%0)
PR 000 ER R FIEF ERER / 3t B
b BERBREDAT A= 7O, B
Chid | WABOXE. "§I DAL D WD SRET 2 ESRBRE (n= EFA
S RAT S0 LA £ A~ K4 2PS-15
% a1 a / ay— =
chis | PEETRokaE 7%77/1:1; FhOALEES AFL AL THY W DR
PR e A LIS
AW 2PW-16
chis | BRAYIFILOME ST AL IREOR, BIERHIAD I eaET
ERAEORE | {LF R E DREME e MELYESS
TRE B /R KA =HH ?’E% Bt ift—
2AW-1 7 . OPW-17
Chi7 | BREDTENZORY ET 1 —X/NL— [V E] DBEZ - BEE
FEAR g ekl e S
TE—B I =
2AW-18 2PW-18
Ch 18 TOFAVAAT 7 A—EOWIIRRE HROWROLEICE > TEDS.
AL LARADRER 03
K B/ 5 HED 2| #F /Ml BF
ch 19
REY A FUTMVERRR
Remo AT VERE
8 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

[£y2ar ESICOWT] YVRIVL  RER+FE/ FE (A/P) + 2 VRITL (S) +- U\ 7V) + Frx) (Ch) () 1AS-01: % 1 BE - 43 - Ch 01
T—v¥av7  BEBE +FH/ FE (A/P) + =023 vT (W) +- U\ TV) + FrR (Ch) () 1AW-01: 551 HE - a1 - Ch 01
HEFRICDULVT ¢ (AT 9:00 ~ 11:30. (442) 15:30 ~ 18:00

TA—=F 4L CHEE+T7A4—F4L (F) +- U\ 7)) + Fv R (Ch) () 1F-01:% 1 H8HE -Ch 01
BESEICOLT] DexE @xE x> RYIL - T—0Yav TRINTEBCORRERYET.
$£3HEB 12848 (&)
ch 9:00-11:30 12:00-13:00|13:15-15:15 15:30-18:00 18:30-20:00
3AS-01 X 3PW-01
oh O BENOBEIR XA 2520 I ANA T 3l a1 £ FRELE
5 Wk / R K SR SARS / A (E{
AW-O 3PW-02 g 3F-02
Chop  [WEMA1000 (11:)/7/Awttsmz> b 393y NT ERUERMS - oL ST G
TLTHiRE PSYAU=S 2SN G —FORKERR |y EROHTRERIETBL DT70R )
CAMARGO Maria Constanza/ /J\M —= LK Eth / ZEk 2Bt PR B Fik i
— 4= JAW03 AMED- CREST/PRW?EP(\QIWO/S/\»MJ e F-03
chos | 7RG S R e (REE RIS 3% ) S 53102 BHEAORR] Ff‘l?tiﬁtmnmﬁé»rx IT5 !
il /’;E Ly i B R CEAE R g
Fok 71/ HEE == ik R /R
- . 3F-04
Ch 04 AETEHAAD ﬁTEF?ﬁ%%&ﬁ@ﬁ?ﬂﬂ EFOR ?‘%Z‘?Eliﬂ'ﬁé#? %E%&fii%b’%iﬂ% BOEVVRFEEDEMEICEIT T
_ {EthE s ~HRENS. BHONECE~ E 530-2015]
ﬁ% ﬁfﬁﬁ/%ﬁﬁ‘ SHAT/ AR K Ak #/RE BT : .
BN £ 4/ ROR AP AIR 7R b/ 40
A’ \b Sj—
oh 05 #Wgusmmsiaummm%;_tfi{t fé@ﬁ%?biﬂt%—?—j}’#ﬁ‘ﬂ—?—@ﬁ’& s A e
A, =/ 1T B D3 AL/ 172 OB SRR e e
3AW-06
Ch 06 STEYSEMZ Y OBERRE iﬁ&@ﬂ“ﬂ@%ﬂﬂ@@aﬁ%m
B EfLT / L8k M AR B/ BR B
3AW-07 3PW-07 SF 07
= : FREEHER 15
A =/ i 408 2| Foge / Tk i liﬁn%%%é?ﬁ%ﬁ%ﬁﬁ%%ﬂ% (AMED)
¥ ) AR B G <F—8 N2 0
BT —BN—
Ch o8 A VXFGK'&/77‘)ME1_0)¥)?1’&¥ n " Eealey otv*g‘&%ﬁé;ﬁmzamﬁ”t ) megfﬂagf%%ﬁfoé‘#5| EEAB.
K MFs / R & P 2 2 BT/ BH B4 e ETRRE Emﬁ%ﬁ%gﬁ D ug@étéw FAT-4N-BEEE
3F-09
chog | BRAmEnY Igmezanosam | > % mn@#&w%mmmw@ FiekB BIE )T CARETY N7 -
JAT LRIEE T I R DR ETEIRA ~ ot . AVEDBINGS
ik B35/ AR EiE 7 5 ANk 275 / 1LER —3k B B/ RE BLE
€ 7}LtJl«ﬁ¥$ﬁé:3£§\§V¥§v]ﬂO TO—FILD
Ch10 | THROBLEER. CHHEORADS < = e e e
B SEF /IR BGe = g %ﬁ;méwnrmﬂazﬁam /7« UJPAE’JﬁKEHK%WJ
+ - IS f&—88 / h
SAW-11 = =
_ o sy = 3PW-11 S B
Ch 11 fLanicds BNA Jat> L ohins ! i Notch & 5/ FILEENHE < RO #H s CK2%=)
oy ey il I &7/ & 8% % Zoom I—F 4 U\ THIE
AN
3PW-12 f _ f P
3AW-12 - . 18:15~19:00 19:00~20:00
Ch 12 R PUEED T O/ EL YN vzt%%ﬁngimmgmm | |
il 3, / =8Il B— il fE / B BT
W-13 3PW-13
oh 13 MBEANA '?r%EIJﬁll‘é’é%EHH@?t 2 HF EMPOBEEE DR A SRT I
AR TFIBHIE L m§>7fuya ELTOEHT ST~
FH R/ &0 BX /NI HE) / BEIR AR E
SAW-14
Ch 14 EHBY AT LOMER - BE - # - fﬁmﬂm%mﬂ‘a?&#bé 17
EERDRESHIEEADOHRE — hOTH A =3 AR
B/ HE B BAF AEF /N BEX
ch 15 ﬁ&i)’ﬁkbwé éﬁt yavFY - E’EE(D%&&%%@EMJ_
B AT RO AR t_m_w—c
AR E— EB / 50 B HR %F / K =54
3AW-16 W-
= REET - BEES N HOWGERD
Ch 16 B B E N B T I At A B S - B [BES TR S S0 K
SULS Sopp Ak E :ay4xﬁeﬁLm%ﬁt RG]
3PW-17
chi17 %{Kﬂnﬁ‘b%gﬁﬁ %ﬁ iﬁilﬁfﬁﬂ@*ﬁﬁéﬂﬁ HUED & | MMBIEEaEE
g l-Eaad ey T A% /D Bl
18
o - ’ﬁlﬂﬂ@@lz)l«* %Ufﬁlo) AL SR -
Ch 18 RRIR DNA}J@%E%%u}:fLTE?%@ X HTHRAAZT GTP R, E z_%%tc_
A B/ KEED
W-19
LA ym 3PW-19
Ch 19 *ﬁﬂ@“ﬁﬁg ngéﬂ’%@ i D73/ BASVEM RS
IR BT /55 A% AN RE /D T
R A A5 VRRE (9_;(‘\;‘3‘3/%5;593 ) ﬁ 12:00~15:30 A5 VRRE
Remo T4 VERE

2020. Dec 2 (Wed) - Dec 4 (Fri) 9



ewvis) FABRBADFEMFEES

SMBEBANDZER

1. BIFHREICONT
QERBNAE

EHiEmERZEINZAIE A1 AREISENST BID/NNAT— RNZFB LU FE2R—LX=VICERBSND ) 7
REDKYBREET A "AOTA U LEZEN, ZOYA MNEIL, 224270070185k - EEREWKE. BXU
SURIILRT =03y T TA—TLDZoomT I EF =TI CATBREDD) T RAR—T—2D
BIBHEE. RAX—REREICREW L ZoomI =T 1 VI I—LDUV T INAFT 0/ AT—2IF—F>
T UVRRBRBREDP2TENEINEKT,

BEID//INAT — NI FERR—LNAN=Y LY ZFEMEFZTOHARAICEINE 2 B3O W 2N TAD
AEXRY N LET BB EHILNWELZ T TORVWAIL ERENERITEN TI DT . Ho5/cHTER-ZH
ZiEHEE L T/ZE0,

ER-HAZMERIE. ZL2Y NREDHER ) T RFTTRISEESND X —ILAIZID//SNAT — KD EE
SNET,

OSINEERE
~10/30 L
T Loy NREDH
Es B8 5,000H 6.000M
FAZB 1,000 2,000H
| 10,000 11,000
= %T7OJTLEET %7072 LEPDR)ED

. 500
FERAE

ORBERRE LIRS
SNBHREOHRXD 2B ISR FFREIETHHA

RPARFERBEFRBMEBEIRRYETJEEERBICIEMAZMATEIUEDDH Y ETOT.TERLLEL,

XREOTOUILEMFORE . FREERBICEFNTVET EXNOBMBHEOEEICHOHPHEST 118
PEICESEBRIVERENTOV I LEMF WX LET.

KEFMBMBRET OILIFRBICREREHR LY 707 T LEMFEEEN LET CBIMEERS JOER-HH
BINEREIT O /IR BBINEBERENIPDF T — X TOEMERVET),

KTOTZLgR-BEMES AT AOREEITRXTODT IV —DFERBNMBICEENTVET,

X7 RBERMAHBREIL BE. F2F75H (Mbsj2020@aeplan.co.jp) ICHEHFIARR (DRLZOMEO=
BES)ZHR LeX—Ila SEFWE/ZE B LIAATLZE,

7075 L%

7005 LEGRT) & BADFENFEREBOFICERRI28BEEHICT ARAICEIEH L THYE
T BIVEES JOBER-HABINEFRET O IR EEMBHENEIPDF T -2 TORNER VKT,

10 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

2. IMFAF70/00—tIF—(FUFEALEIF-)-FUIFAVRRRICDOVT
FUTAUICTC. BRICEDHELI T P EERR AR EHETETT . FMlIEFRAR—LRX—2EZELLS
W BB BREDADENE CHLEDH O BNEREBFE L /ZE0N,

3. 7A5 5 LICDNWT
QX v TFINAZELSTHE

FY U TFNAZEEZFET > FRA LI F—2020
[DRI=DFDRET—< FTEITH? BAFTITH?)
H B . 128280K)11:45~13:00
Fv I  ChO1
3 5 MK mERNKEREREZHAZE )

FYUPNAZRBRTET VT2 LE2IFT—2020

[BHANGOI?]
H i 12A3B(K)11:45~13:00
FvxJL 1 ChO1

5 = RE@ET)IMNF (B-=HEX S AEEEARR)

OERERE
SECIBEERD . BRELBICEDMAFERETVET . TO KRRODFEYF EHOIBREDREEKZ B
WeEE RO FEZD T TI/ZEL,

BLEES
H B 12P4BH((®)18:15~19:00(F &)
FyxJ 1 Ch 11

IRAR—FER

H B 12848 (£)19:00~20:00(FF)
Fryx P &ZoomI—T 1 > TI—LA

O a—U—A—XTLEYT—3)

ADAALE L TCEEDEROMEREFRDESRZ - ERBELE OGN BRERR S —AFZERNDKRER (N>
Fr—FVYEX)ARNVORPEENDBEEEFICHENT OV Y F U IANY MOREZTEL TOET.

4. Bik=1m

A4 2IDRO/NAT = RNE BMEFT TEDACREATDERRBT —RTY . H=EBE ALY .SNSFT
RELIZY LBEVWED BYBONCITERLTILZEN,

ZERGOREFENORT(EEF v 7 F v 22 0) 5 BEARCAEREDEN Z2RETHTAIELLET.

IDZEICAT T =227 LET DT AETADPRESNIHAICIEIENEREZ L6 TWEEIBED DY
E

2020. Dec 2 (Wed) - Dec 4 (Fri) 11



ewvis) FABRBADFEMFEES

F—HF MY — - REREANDIERN

SVURSIL V=023 vT S TA =5 L F—=HFAF—ADIEA
LTIV RNT AL

SURIIIN- D=0y T T =T AFZoomT T E S —TCHRELET.

(VRII I D=0 3y TOF—HFHA Y= BEOFESICIE. LET.ZoomBSND T Zy T+ —L7%&(E
BYEEIEZRAWNVELELE. 0% E2EBICTEEICBRS L/AER. T+ 2 7« ChEHEICE Y 2 HEAN
DXIRDPITHN TS EHET L AKREELTIEZoomZHRABT A I EELE L. EDDTTELLIZZ0N,)

SURITI D =023y TOO5F Ty NEEZEFAEN/ZEREICREL TE. o+ 7EEICINA T, BEE
EHHPTTIREVBEDOF T~ NEEEFELTVET,

XT3 —TLEFTYY NEEOFEIEDH Y FE A

SURITIIN- T =023y T T =T LDy IR TRICHET T A ADYy>arzitoTWeEEITD K
S .SpatialChatzF|B L7z h—2JL—L"Meet the Speakers’ X7 £ 9. BT OTER L ZE0N,

—_

2. WfTH LURROEE
F—HFA F—Ie—E 2 LET O T HEEOBRRME T L A RERIC T HALE,
RAESIC BBV R BEE O EREZICEEAE U a1 ETRIC TR LS,
SRS Zoom™ T U —BE HcRRENB 41 X —IC T TRV E T,
A RO ERIC. BRI EREESHET.

3. Q&A

Y23 VhOBERDODERIE.QIAKEZFNAFECT . KEONILERIES - P —ICAETHEAL
FTWEREETRBICRIZW S KOBBETT .

BRICEEREICT DD ERIFAR2EFEDVITNTHRIESMEICIEIEZEALTVWET., BEIIEL T &
BBIEEA —HTA Y —ADEEEIAE LT A —H ST AV —OMAEMBOHE MRE. KcldrEREE Y
DA VICEARWERS EDICBENTERVWTL & DD EDF XA LI BBV B L EITET,

4. Z0fts
F—HF AP =L BEMPHUBOFRAUCDNT REEFRARX —IL & ZEHOELET,

PURIVLST=02avT T =T BEENDIEAR
1. FESHE
SURIYIN- D=3y JOEESBRIEETY .
74— LOBRER I LYV AVICEOTRRVET DT EF —HF A P —ICTHERBIZELN,
VRO L D=0y T T =T LT FERATA NEITNTEETOEREBROILET L. D
FAOBRIGERPRECFFIFEI DL, A2 NAXT 23V RETHEORABEHL T 2R EDEEREL
FBLLET.

12 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

2. FEERE
BHR ERCERRIRECCICRL O TRV ETOT.OEESLEE,
A EEFEEZoom” T ES—EE EICRREND XA ¥ —ICCIHERBWCIETET.
KEBROF LR CIE BRICEREE2AET .

3. BRERDBRDEFRL

ARy NT—UREDPELZORBEDEML LT AL—ABRTHEE. CHRBOICD. BEERVVZECE
BHIE T 7AW A AD LRZZ TS BTV FETT.

KEHARTICERTOE T A M &fTOWE T GHlDHEERS. CERAVZLET),

T2 oA VREREEREE LORRXEICH /D7D FFREDPREICKRY LT BEFEETDHIATA RREICHT
AT UVIEEFEDRE. LEERORBEZELRVWEDICERLTLZEWN, ARSNLEEDZ5IBTS
EZTRF BT HALREZRRL T ZZ,

A— HEABDPE=FBDEEZRET D REDIEWPBREIN. B=AICIRELZESAIBE. WEEBDPTDEZ
BOET,

EUHERSIMED20ANICT ATBEE BB T RARKEMERDEIFUTORICTER L ZX0N,

1. 282 CPDNAF Y 7OBKRIE IREFRLZT TR IREFR(TEX) TERRT B,

2. BELULEOEBIE. £2BOEREDLELITTRIEBER2BLETOEAEHDEOREFTEKTRRT S (HH0
& F ¥ > RIIDORERLICRRT D).

3. T TCRERIE. BEN/2HFTDBEBRETDHODIERICHL VDT, BT IN/ZKREBEEDORAZHIC
NBITRTDOTIEARLS HRICEZEEXIAT, £/, KEBI. 81T TR AFER D VRILOR. #EENT
Ny F2 IR ETHEXAT 2,

4. FRISECHEBEDINVEBICERZARVD T HBOERICHEXFIEMER LA,

gt L <lFhttp://www.nig.ac.jp/color/%a ZE L 72X 0N,

4. BERAE
Zoom7 TESF—IC&BTLEY T =2 a3 ERVET . BEEICIE. BRIEMPHAORNICDONT, FIREFH
BA =) OEMWNELET,

RAZ—RRENDIEA
1. 72y 7% —A

ZooMI—T AV IILKB T LB T—2a>ERVET RRECEBIFICKREZPBOLET,

(ERT7 DT> NETTICREEEADBR T AT NOWTha ZHRBENTEHEETY.)
2. EFREER

RAZ—PDF (RA & —PDF#E/NE& (UPEG) .H K0 ZoomI —F 1 > 7 IIL—LDID (REKE B THELE
CEX DR

11ARE)~TEIC. L3R aRET 1 N EOBAN—JICCEE TBE L TVWEEEET,
3. FKRHEFHE

13:15-14:15 (607 ) THES DRE 516

14:15-15:15 (605 fH) BRESDHEK IR

Zoom#ERL 7 h 7> NaFIBSNBIBEICIEFIBHIREER (409) Dbdid. A>T I—F 1 I TOHREK:
e T L EREERT DHEICIEHDO—EAEZT 2. A MEBICT HRKE EETRZIT O TLEZL,

2020. Dec 2 (Wed) - Dec 4 (Fri) 13



ewvis) FABRBADFEMFEES

4. RRAE

RERESZoomI =T« 27N —LZFBL.ERIEEDO L DX SONDRKREICT. BRETOTCVWLELEEFT,
AZTEEMEDRDINSAXZONICTHER- BRZEIRO>THFE0,

ERMHRHERHIPDF T D BRIFICIT/NT —RA > M REEFEOTHRL TEVWTHERBCT . BB 771
YA ZXDPRELBYTERVWKDICT B0 BB OERIEH/NRICEBOLET,

FEFFEINTIE. AXY MITERPZE U TREECHEFIP UMY TEET, & ¥ERERSN TCHZoomI —
TA2IN—LEFRBLTWEZVWTEBLEEA.

5. RAZ—T—ZDRH

ERAR—BEDRAR—PDF. RAX—PDFE/NE& (JPEG) IFFRENMEZXRIC. RHZBU T, <52
SURITLB XTI a3y TDA T NEER TRETHRERREERVET.

6. 3

EERIREICIE D 512D T EFMEX —ILICTZEZERAVEZLET.

I oA VEREE R LORREEICH /D /D FHEDPBEICRY LT, BEFEETDATA M IR
W KRARXR—PDFREICH T2 AV T UV ISEFEDRE. LEEROMBEZELBVLDICEBL TS
Vo AREINEEMESIAT 2 EZITFBTHAREEZRRLTILZEZ,

A= REABDPE=ZBOERELZRET DREDEBILRIN. E=BICBRELEA LG WEEVTOEE
BOET,

il

N

14 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

FHA3EBEERR - F10RIEZEEEEN

FA3EBERS
H & :12A3H((k)18:30 ~ 19:30
FvxJL : Ch 01

F10RIEZEEESEERD IR
H & :12A3B(K)19:30 ~ 20:00
F v 2JL : Ch 01

B 5£10[E(2020%F) BAD FEWES BFMEBR OB &RE
(K4 PRS- s EE) 50F IR

OMA =
(ERFETARAL > X —/BBERBFOMBIEH ) 7 I ZFREUN—T 1 NRERFHEF)
- DB RICKDFEEBEICH T D ESTEN T ETERE D REER
Elucidation of the neuroendocrine control of innate behavior during development.

OmfE BF (FEEEMHKREMEFEd TEBEAEY 7 O AR ERFT)
T DHEMEEETE 20 LRI L AFH X H = X LDEERR
Regulatory mechanisms of polyphenism via social nursing behavior in ants

O=® B (RRAFIEERMEREDRIFEHEL)
AL Lo Oy 7 BEFETOERIRIEDIBK
Calcium clock: Exploration of universal mechanism of circadian clock

OmE# 1B (Department of Neurosciences, Case Western Reserve University School of Medicine)
TILY INA < —IR DREIZIRER (C A | /- BERR R R IFAY A R Ml A O 1@ | BREE A8 (D 7 AR & 148

Control of Sleep Deprivation-induced Neuronal Hyperexcitability for Alzheimer's Disease
Pathogenesis

OBFH IERERAKFXFREFEGRIFZMITRD
B DEIBHRIBIZ ICH (T B RFEBBIRD D F A HZ X .
Understanding the molecular mechanism for sexual selection in plants

O SFEFERIEAZSDIETIZM/RFROPBIFERAZIRCN)
DAILBTDITIVY —LDTATF I T X DAZKI/NA < —H— DT
The exosomal protein in cancer as a biomarker potential

2020. Dec 2 (Wed) - Dec 4 (Fri) 15



evis) FBA3MBADFEYFEES
FyY)TPNARESFET F21 LEIF—2020

[BBIZDEDODMAT — . MEIIEITH? EAFEITH?]

= BF: 12A2H(K) 11:45~13:00(75%")
F v %xJ:ChOt
) 2 RE(MKEXZRESMZR)

QEEREBME T« A DY awithF+v U FPNAEE
BKEREZR (FILX) EHAEL (AKX FEEHD Y 72 (BFEEX) (LA f(AEX) PR CE(EER / FX)

MFRECIFEMBREODT. BFOMED D EEATONE BEDT/N\Y E—T POV AREITTNTLE
WETZDO—ATMEDP D ELEERVZRIE LA L LR ICHRY HlDWRAREICEAN L AZKRLD
ZETL&D. SEIDOF v UFZ/ISAEETIE. MREOQOLZARE EET HMET —TICDOVWTRY EF7ZL &
BVWET.ZERARV PIRERBDIUISOMAED O MAT —YDOREBZ. BEAEERE IOV TR L.
BEHICIFEBDPREDT —YDETPRADIZODOEY hEFOEND X DOBREBEICLIZVWERNET,
(EETIEER 7 >T — b THRT —VICDOWTENENDIULB D SIRFEV VW EBERZD SIS MR T —<(ICE
THWMAPHEREDD/HODOAI 17— 3a MR EICDVWT BT EHERLLWVWERNWET,)

RESEDF v T NAZERTEEF. T2 F XA LlCZoom Webinar ChEWZLET., U2 N v FPEICEY
ERFICBINTED T2V BEIT—2EEHRTTOT, ZLOESRICTEMEWNLTET KD EREOL
TEUETFEMISFERHP R CTHERZE 0,

[BHANGO!?] HigE: EUMAFEREEABRERMFTFFEESE

= B 12A3B(K)11:45~13:00(75%")
F v % JL: Ch 01
Gl S REET)IFF (BE—=HEKRN S MERERAER)

®:EE
1B —# (RR I RIA R M R e ASE)
[FARAREHFSPY 20— T T ZBHF v U 7 AF]

BREEF (FERAFAFREZZMER / EMBO member)
Iris Wieczorek ((Az=\ &4t IRISEIE - HATRR EMZEFT / EMBO consultant in Japan)
[EMBOEBRAEDOZRL—> 3]

Q@IEREBME T« Ahy P arwithF+ ) PNAEER
AR KERK) o7 GER) AN FEELIK) FEETF (DA BB CE(ZER / TFX)

BADEEHFIETO—RHE L TSBANTSMEZEDORID P HITONTOET , FOERE L THADEEI
[REEEBIEWVODESELEDPNETHALICFOTLLOD ? NI OV EDNBHNEZEEWND T
nNEC AVY RKYETAUY NOADAZVDTIE? ZHZFEMEAETDDITEBHNNTLBEFIHDD?RAT
FOEIATZEZEDTY .. HAVNEIBHNBR2ICITEKIEDH D ITNE . BRED BT HERLHESDHTULBD AL
WEBAD?SEIE. BIFEE EWieczorek A Z B ICHIBE L T HFSPPEMBOAED Y T O—2w TH#1F
DIFRBEAPBREB EHIC. BEF SV ZTFOEIFE—HEIC. BHNTLZEICDWTE 2 LIEBAICKRE TEY &
WeWEBWET,

MKEEOQOF v F/IXNAZESTEIE. T2 F X1 AlZZoom WebinarCREWELET, > R vFREICEY)
ERFICBINTERD 7S50 0keIFT—%tBEHRTIDT. ZLOEIFICIBME N =ETETIOBREO
7ZUETEHHIEESHP K Y ZTHER < 2E0N,

16 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

YUORIIL

M N THBECOBRER Y ET .
£18B 12828 0K
1AS-04 Ch 04 9:00-11:30

MRS IC KD EFFIEEDA

Cell competition in development and cancer

F—HFAY—  HiE EE (RPAFAEREGRZMAR) . XE L (BAHEAFXREREZARAR)

Organizers: IGAKI, Tatsushi (Kyoto University), OHSAWA, Shizue (Nagoya University)

MBPOMBIEEVCERTFHRE L TVWSEEX SN, BIGEORVHERIGEIGED XD SsWRICOEET 2 Sfifastzie s
L THEBD SHREND E VWO RRDFET 5. [HREEHRE] EFEND ZORKIE. >3 723 7NIDOHAEETHE
EICRTFINTEY . BBORECEFEMSE. SOICEFPAOREBRICEVWTHEELRKREZRLT EHAZIN T
%o JIHEOHBEBMEMEDOERICKY .. BORFERECHAGTEDOX H X LZHEBERRTRAONDLDICHED
T&feo KVARDTALTE, HBEFGEICHATAIRMOMRZHEK L TWEEE. TORAGBREPHAFIEICHTSHEE %
ERTDHEEDIC, MREFEOAENERLSEROMADAMMEICDONTEHR L,

Cells in the animal tissue compete for their survival with neighboring cells. For instance, in developing tissues or cell
culture systems, cells with higher fitness actively eliminate neighboring cells with lower fitness by inducing apoptosis. This
phenomenon, called cell competition, seems to be an evolutionarily conserved multicellular process which could play
important roles in tissue development and homeostasis. Recent studies in the roles and mechanisms of cell competition have
opened new ways of looking at animal development and cancer regulation. In this symposium, we will summarize recent
progresses in understanding cell competition and discuss how it contributes to animal development and cancer.

1AS-09 Ch 09 9:00-11:30

VA IWAREDZHKME - 2020 D SRFAN
Diversity in virology: 2020 and beyond
F—HFAY—  BR BEE (RBREVAIR - BEERIFMFEHR).
PARRISH, F. Nicholas (GE{tFMEMERERIZEME L Z—)

Organizers: TOMONAGA, Keizo (Kyoto University),
PARRISH, F. Nicholas (RIKEN Center for Integrative Medical Sciences)
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LIETIEA SNBD 2 /2IEREE T AN AERIET AN ADZHREICHIEDPEE > TS, RIEET AL ADRRREE
EDIEACERMTIE. TAIINADERE U TEDENMNADEEZEONICLDODH D, ZFRILLEZTAIAREEIATLD
WPRIVIRITLTIEE. TAINAZORRZTFATDHLWT AN AMBZHEL TODMREZERNDSBEL. £
DAEMEZEIRD.,

Virology in the 20th century progressed with the aim of overcoming pathogenic viruses in animals and plants. Isolation of
viruses and study of their pathology in model organisms was greatly advanced through development of culture cell systems
and genetic engineering techniques. This virology has established our understanding of the molecular mechanisms of viral
replication and pathogenesis. Now, virus research is entering an era of diversity. In addition to the studies using cutting-edge
techniques, previously neglected non-pathogenic viruses, as well as the diversity of environmental viruses, are now attracting
many researchers interested in the nature of viruses. Studies of endogenous viruses and virus-host co-evolution have begun
to predict the origin of viruses and highlight their roles in life evolution over millennia. Where will this newly diversified
virology go? In this symposium, we will have information exchanges and active discussions to explore new concepts and
future directions in virology.

1AS-10 Ch 10 9:00-11:30
YT/ LD R < Bl
Unraveling the life sciences with genome-wide analyses

F—HFA ¥ — UK #wt (FEXZ iPS #BEMZEFT /WPI & MEMEESFMENSR) . LA RIE GRRASE)
Organizers: YAMAMOTO, Takuya (Kyoto University), YAMADA, Yasuhiro (The University of Tokyo)
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Due to massively parallel sequencing techniques, it is now relatively easy to perform qualitative and quantitative genome-
wide analyses to study the regulatory mechanisms of DNA and RNA sequences. Researchers in various life science fields have
used these techniques to elucidate diverse systems fundamental to life. In this symposium, following on these gains, we will
look at how genome-wide analysis will transform our understanding of several relevant life science topics such as cancer,
aging, development, stem cells, genetics, and evolution, with attention to advances in methodologies.

1PS-01 Ch 01 15:30-18:00

T T DDFENEDREETDHED
What the molecular biology of archaea tells us

F—HFAY— PR BFE (RPAEXERIFMAER). AF Rl (WMXZEXERRFMFR)

Organizers: ATOMI, Haruyuki (Kyoto University), ISHINO, Yoshizumi (Kyushu University)
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ICDNAEE - 555 - BERRAEDBR /O I\ TR, 7—F 7 EEREDDPHEBOBRLZE L. 7—F7
PEITDIDFADZALGIVELEREEZEZ ONTND, K VARITLATR T —FTMROFRIHFEBNT DI &K,
EapiEl. DNA OER - 8. SES SCHRERICBBL T, 7—F 7O FENED OFND I & ZFm L7z,
Members of the Archaea, which comprise the third domain of life, exhibit unique biological functions not found in bacteria
or eukaryotes. In addition, they also utilize mechanisms that are considered ancestral to those utilized in eukaryotes, most
notably in functions related to information processing. In this symposium, we will illustrate the frontiers of archaeal research,
and hope to discuss what the molecular biology of Archaea tells us in terms of biological evolution, DNA replication and
repair, transcription and physiology.

1PS-07 Ch 07 15:30-18:00

AT ES v U D O LEY %R D

Land plants viewed from bryophytes and charophytes
F—=HFAY— /AR R (FRMAEXRZREGEZMAR) . MWE BF GIEKFIEFER)
Organizers: ARAKI, Takashi (Kyoto University), SAKAKIBARA, Keiko (Rikkyo University)
Eif LB TH 5 17 BNO 3 OOERLER @S, B8, Y/ 158 ERRTBEFMENOS ) MERE XS
MOREMBHEA. ENIIPELBY DMK CH D> v 7 EEMICOIED U DDH D, INICKY . BELiEYEkE LY/
S5LOTVWAETEDRREENDDFEREZIBET 2 EDFIRRICR D TEze A VRITLTIE. 2 LIEMEER
KT DMEREMBN L. BEEBYMOENICDONWTER L2,
Recently, genome information and molecular biological tools and techniques have become available in three major clades of
bryophytes, namely, mosses, liverworts, and hornworts. This trends extend to charophytes, sister groups of land plants. With
these developments, we are now able to understand molecular bases of the origin and evolution of key characters of land
plants. In this symposium, we will introduce recent advances and will discuss land plants' evolution viewed from basal land
plants and their sister groups.

1PS-09 Ch 09 15:30-18:00

KT DisEtEF
Expanding Structural Biology

F—HFAY— B BA (RPAEXEREZMAAR) . I At (BBEERKZEFE)
Organizers: TOCHIO, Hidehito (Kyoto University), KOBAYASHI, Takuya (Kansai Medical University)

EFDY T4 A BEFRHEFEORENGEMVERICKY . BEEVFZONFIIELNLGRREUWA TS, AT, 2F
XAl —2aiREAAA—IIT TEAYA I ADDHICEVTHERLBEMEFDPEATE Y . EEDFIAEE
RS LRBIEIRELKERLDODODH D, IHOEE. EHDFOIREC T OMIEICTRIBILESDEZ D Z CIFFRICH S
BV, BERIEE. INOEMEROBRED. FMR[AICEEELEST. 2TOESREMREICET SN, HFHfaE
MELBORRICHESTDIETHD D KV VRITALTIE., BEEMFNT 7O—FICK > TEREMFIPEY - F¥
B EDHRABEBRIZDRBEICRVEEMAEECRE . ERDPFMEORMBEREHETHEEDIC. SROBEEYZED
RELZZERT Do
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Due to the explosive technological progress of cryo-EM in recent years, the field of structural biology has reached a
historic turning point. In addition, various technological innovations are progressing in the fields of molecular simulation,
fluorescence imaging, and data science. Now, the environment surrounding biomolecular research is changing drastically. In
the near future, dramatic progress will be made in the understanding and research methods of biomolecules. It is important
that the benefits from these innovations reach all life science researchers, a niche of specialized experts, which will contribute
to the development of overall molecular cell biology. This symposium invites researchers who work on various issues in
the life sciences such as basic biology, medicine, and pharmacy through structural biology approaches, to share the latest
information on biomolecular research, as well as to discuss future structural biology prospects.

1PS-10 Ch 10 15:30-18:00

WPI E@ B2 ERS 2RI T
WPI joint symposium for innovative life science & technology

F—=HFAY— il FF (RBAZXEREFZHER /WP & NEMFESFMELRR) .

TR B (&IRKEDAERFIEEAFER /WPl 7/ EaFI2HAFRR)
Organizers: YANAGITA, Motoko (Kyoto University/ASHBI), HIRAO, Atsushi (Kanazawa University/NanoLSI)
RNy TLANIUMERRTOT T L (WP ] TIEER 19 EDSRAEFE THELDUIDPTERIN. HREELNILO
MAEDITONTND. AFED 1 DOBRE [MEFFEORIE] Thd, K VRI VLTI KRRKZORRFE 7O T+
TR 2— (IFReC). FRAZDOERRASERERZMERE (IIS). RRAZOZ1—040 27U D 1 > AEREMITH
1 (IRCN). £RKZDF/ EaBIFEMER (NanoLSl). REAFZOE MEMESEMRASR (ASHB) OSSR NS, Th
FTHOR[RRICHTETHOMREZ 1 BT DODTHB\ELEE. FOTHRETHEEN L, SUROBEEISIRZE. HEE.
+ /B neurointelligence. human biology & ZIRITED . DRI LAPPLRERNRISRO—IC R AUEE
FE> TS,
Since 2007, the “World Premier International Research Center Initiative (WPI)" has built many research centers, in which the
world's highest level of research is being conducted. One goal of this project is the creation of fusion areas in research. The
project leaders of Immunology Frontier Research Center (IFReC) at Osaka University, International Institute for Integrative
Sleep Medicine (IlIS) at University of Tsukuba, International Research Center for Neurointelligence (IRCN) at University of Tokyo,
Nano Life Science Institute (NanoLSl) at Kanazawa University, and Institute for the Advanced Study of Human Biology (ASHBI)
at Kyoto University have recommended young and extremely talented Pls to give lectures on their cutting edge research
in this symposium. The five centers cover a wide range of fields such as immunology, sleep medicine, neurointelligence,
nano life science, and human biology. We hope this symposium will help exchanges of ideas across the research centers and
strengthen the connection between young and talented researchers including the audience.

FE2HBE12A3H OK)

2AS-01 Ch 01 9:00-11:30

EYRICH T HEREBZ T 70— F ORIkH

Machine learning in biology
F—HF Y~ K B (RBAEBSHEEE ME— MRS S AT LIR) . IV Bith (RRASEERATTE)
Organizers: SUGIMURA, Kaoru (Kyoto University), KOBAYASHI, J. Tetsuya (The University of Tokyo)
FE. EMRIZOERE T, REEZBX T —KEMLREOHRBEBRN 7 7O—FDEEMEDPBRAIIRBIN TN, K>
ROTLTIE. DFEAFEE. —HR> —7 > AT, MRIEEM. |REERET U > I REICH LT, BMEEN 7
TO—FZEATBHIETEDRZZHEL TV\S. FNESHOMREZBIET . DTFDOME. REICELEDPZEZHA
AAMREZRY EF2 T, KmaBAe. KUEBHAREMP I 7 NORIRICETZEZR/ROBERD I EZHFL
TWha,
Machine learning has become increasingly important in biology. This symposium aims at bringing together scientists from
various disciplines who employ machine learning to deepen our understanding of living systems. Presentations cover a wide
spectrum of topics such as molecular dynamics, single cell sequencing analysis, cell bioengineering, and organogenesis
modelling. By integrating a variety of research subjects ranging from molecules up to organs, we hope that the symposium
will stimulate active discussion on more universal technologies and concepts.
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2AS-04 Ch 04 9:00-11:30

Dynamic and structural regulation of chromosome inheritance in meiosis

F—747F4Y¥—: CARLTON, Peter (RIBAFXEREGEIFMAR) . HR £ CERAFEAXFERRFMAAE)
Organizers: CARLTON, Peter (Kyoto University), SHINOHARA, Miki (Kindai University)

The correct inheritance of genetic material through sexual reproduction is ensured by a complex array of regulatory
mechanisms operating throughout the cell division process of meiosis. While the drastic morphological changes undergone
by chromosomes in meiosis, as well as the coordination between recombination and the discrete two-step loss of
chromosome cohesion that enables correct chromosome segregation have been the subject of intense investigation, the
molecular mechanisms underlying these processes, and by extension all of eukaryotic genetics, have only recently begun
to emerge. We will share recent developments in the field and encourage discussion with the aim of generating new
connections and understanding.

2AS-09 Ch 09 9:00-11:30
YICHBIDBAMEROEL  BE—HEWEOMREIER EHE

Evolution of gut microbiota in animals: Host-microbe interactions and mechanisms

F—HFA Y- Rl &% (RPAZXEREGRZMRR). Bl £F5 (UBEXZXERMKRIERFZMAERR)
Organizers: KATAYAMA, Takane (Kyoto University), HAYAKAWA, Takashi (Hokkaido University)

BARAFRICEVWTE. LWHBRZEMEMEDNE OHELR L TAEZTTOK ZEFERARV,. BEYMEDOBFRIE. REXRORA.
FEBRICEWTEECRB LU TR, EEOMERICK T, BRAMEDEDIEEOAIEHKEORIBICEABTEZRIZTZ
EDPFASDEBRODTETEHEY .. —BICHEVTIE. HAIEORBYPCELRT - 2/ TEDBEDOEIEHECHIEOZ(L R
EMFONDELDICHROTE . LDPLEDS. ADPBAMEMEETRT S0P, EOXDIC L THAMEMEDHES
NTWBOD. o EQOKDRENRDNFIEE L THEBRDPEDPNTZODEWND ZEICDWTIRBALHI DL <EX
NTWB, KVARIDTLE. BE—HMEVBOREERZX A 20 FEARZDFAEMZEN - EXMAEDIOZASIE%
BricLTEY . BR 8. [FomfE. L hEXOE MNUNOERBRZHRICL TOVWAMABICHEEZBES FETCHS.
No animal in nature can live without its commensal bacteria. The association begins after birth and continues throughout life
at various sites of the body such as the skin, the oral cavity, and the intestine. Recent studies have shown that gut microbes
significantly affect host physiology and pathology, and in several cases, specific metabolites or genes/proteins have been
linked with particular physiological and pathological alterations in the host. However, our knowledge regarding what shapes
the gut microbiota, how the microbial continuity is requlated during life, and why the symbiotic relationship is established as
evolutionary consequences remains fragmentary. This symposium will focus on molecular dialogues underlying host-microbe
interactions from a viewpoint of molecular biology and evolution. To this end, we will invite five to six speakers who have
addressed mechanistic questions regarding these issues using insects, fishes, rodents, non-human primates, and humans.

2AS-10 Ch 10 9:00-11:30
YATE PR R O MREER OB S BRIEF

Toward understanding and manipulation of neural bases underlying animal behaviors and psychiatric diseases

F—HFM ¥ — . SHFE B (RBPAZXZREGRZMARD . K (BEAR) BF BCEMARPMEEREMREE 2—)
Organizers: IMAYOSH], Itaru (Kyoto University), HAYASHI-TAKAGI, Akiko (RIKEN Center for Brain Science)

. B DRRAIBRARBATEN O BRI EE Z FIH § 2 REBR DAL NICK > TE TS, BRAEFCERFH 1 XA —
VOICEDVWVEEESFMRIERICINA T, BT T LNV TOMERRMBEOERL TS, £/, EEEPFE
BEEREZFRDIC, FRERICATIHREBBZMADZENTESDY IO, DFREDEINICERIN TS, INbH
DY =&, Z1—0a272F TR J) 7HRRCHEEBRICOBEIST 22 & T 2F. B BERLNILOBEZBA T,
BADIEENRIZED > AT LHIERDEA TS, Fo. MBERMRBCBMERRE . NIKEDORT - BHEIC KDHEBFEX
DAL, FROBREHEORARELITON TS, K VRITALTIE. INSOESHMREED TWSMEREDHEE
ICEDE. MERREMREBIEOREHBICOVTIEN L. SEBORBMEICDOWTER LA,

Recent studies have revealed neural bases underlying animal's innate behaviors and higher brain functions. In addition to
the physiological understandings with electrophysiology and neural activity imaging, neural circuits studies at the molecular
levels, such as gene expression controls and protein modifications/transportations, are progressing first. And, development
of optogenetic and chemogenetic actuator tools which are able to artificially manipulate neural circuits has been intensely
carried out. These tools have been applied to neurons, glial cells or neural stem cells in the brain, and have contributed to
understanding of working principles of the brain at the system level, as well as the molecular, circuit and animal individual
levels. Application of these cutting edge technologies has also contributed to understanding of neurological and mental
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diseases caused by disfunction or misregulation of brain functions. In this symposium, pioneer scientists will introduce the
frontiers of these research topics, and we will discuss future possibilities of neural circuit research and artificial interventions.

2PS-03 Ch 03 15:30-18:00
BERMAFEER Ue#HcR”T L —7 A — O

Challenge to technological breakthrough for a more in-depth understanding of complex biosystems
F—HFAY— 1 K& TR (RBREVIR - BEERZMERN). #E T2 (RLEMAMEGHEREMRE L 5-)
Organizers: EIRAKU, Mototsugu (Kyoto University),
INOMATA, Hidehiko (RIKEN Center for Biosystems Dynamics Research)

FE. PFEMZEBSSOCHBEMZOERICE Y. DA - R - EAARFEER EDEMBAEGIRROEANLIZR D REER
ICEATE. EHITRVERICENET 2720ICIE. SUSWRESSOBEE TESRREA - BT L. Mietfimy» o4
IR ZRADIHMBMORAEDI KD SNTWND, K VRITLTI, EBMBAEGRRODEROILODT L —0 A —%
KOT. BEFOEMEBA /EFMORREICI VTR EICEREE TS,

In recent years, with the development of molecular biology and cell biology, a basic understanding of complex biosystems
such as cancer, nervous system, and ontogeny has dramatically advanced. In order to reach a more in-depth understanding,
it is necessary to develop new technologies that measure and analyze biosystems with higher sensitivity and resolution, and
capture phenomena from new aspects. In this session, we will focus on researchers working on the development of original
technologies in search of a breakthrough for a more in-depth understanding of complex biosystems.

2PS-09 Ch 09 15:30-18:00
I IV AR ERRET DEMBIF DR

Frontiers in Omics-triggered Life Sciences

F—HF MY — FBE T (RPAEAXERELAER) . FAGARASAN, Sidonia (R {LEMRERERERFERAE L X —)
Organizers: ISHIHAMA, Yasushi (Kyoto University),
FAGARASAN, Sidonia (RIKEN Center for Integrative Medical Sciences)

RS =T U REENTOERICEY . BB ZICKIFET —REEHTHIEPARICAE>TE L, £z &HO
BIEMETRICEKY . INODT—ED OB ITANZERCDF2HET A2 EHRIRICARYDDH S, LH LIAFIREG Tl
RAE LTH I ABMARERIFADY —ILE L TEDNDS ZEBEWN, RIVRITLTHEH. FITABHADPELOELN
EREBIT DM IV AGTAZRERE L TEGREAREED TODHZBNTHEEDIC. FNEFRONAAFOT—I(C
BWT EQOEDICTNEF IV ABITDEDRT > v I amAKIETEDDICDOVWTEm L7z,

Recent advances in next-generation sequencers and mass spectrometry have made it possible to produce large-scale
datasets relatively easily. In addition, state-of-the-art statistics approaches allow the extraction of notable phenomena and
molecules from these data. However, the omics measurement based on these approaches is still often used as a hypothesis
confirming tool. In this symposium, we will introduce examples of life science research starting from unbiased omics
measurement where the performance of the omics technology becomes the most effective, and would like to discuss how to
maximize the potential of omics analysis in each area of biology.

2PS-10 Ch 10 15:30-18:00
[#RREZALD 5 RIAHELL - IifsitRE ]

A molecular link between cellular senescence and age-relevant disorders

F—HFAY— ik i#8 (RPAZEXREREFZMER). &8 BT (ABMEIEADARRE D ARERH A LMER)
Organizers: KONDOH, Hiroshi (Kyoto University), TAKAHASHI, Akiko (The Cancer Institute of JFCR)

AHIIHAREREFDI ODFALOERET L. R, SECE25%ZBASHRHE—DETHY. JO0—/NLEkstOFT
BAREEDOT7OY N2 —ThH2, [B{FER] BATHRESIND. alBEOLZRFRMEL. BHLEOWDERRROEHS
E. FOEAE - HEFEOBEZRET D, [Zt] LEEXICHMDTEENT D [Z25ME] OFEZ. BAIFEHEZD
EABROVEICRA Lz, [ZIEOZHEME] I SEDZEMMADKRTHS [EOMmMEME | OBRAERY EHBIRTE S,
TORELE. [MEZCOEHFHNmMEME] THh5D, [MEZEL] & [HMERCICH T 2EENREN) 7—] ThHd
—AT. [SASP (E/EENMET) 2B U TEERECPEEZRET 2] COOBOAEDHIALL, [HMRE/L] O
RO DEFRMEDEELRRBER Y DDHY . K VAKRITLTIEH. TORFOMRZFTZENVEZEIFETCHD.

World-wide, human society is aging, both in developed as well as in developing countries. People over age 65 constitute
8.7% of the world population. Japan represents a super-aging society, in which the aging population exceeds 25 %. While
life expectancy is increasing in Japan, there is also an increase of frail people, who are predisposed to be bedridden. Thus,
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individually variable elderlies are observed in super-aging countries, as aging is a highly complex biological process exhibiting
great individual variation. While several hallmarks of aging are listed, cellular senescence is one of the most prominent features
in human aging. Recent advances in aging research identified the double-edged sword behavior of cellular senescence.
Senescence would serve as a barrier against tumorigenesis in vivo, while SASP, senescence-associated secretary phenotype,
from senescent cells promotes sterile inflammation. In this symposium, we would focus on the close link between cellular
senescence and organismal aging/ aging-related diseases.

2PS-15 Ch 15 15:30-18:00
DT LAV THIAR <8 — YR AR

Principles of plant-microbe interactions revealed at molecular levels

%

F—=HFAY— HER {§th RBAXFZFXZRREMER) . EF 8 (RRAFEXERBELMAERD
Organizers: YURIMOTO, Hiroya (Kyoto University), HIRUMA, Kei (The University of Tokyo)

O EERRE (FEE) PHTE (RE) ICXZESHRLMEMDIPBERLTHEY. BYEHEHCOEYEBEEIERIE.
TNETNOME BT TR FRR. MKREBEOHFICEVLWTEERZEZREZLTWS, IRFOXRERS—7 > —
PZDMOBTERMOESIC K . EYHEMEY OERFENTC. HERICE T 2BEY EMEMR A DEIE - £RERORERIC
BIMEDPERL TE . A VRITALTR., BY—HEDHEBROFEECHEYIC L DEYERIEEDREICH
DAHEDAS KOMEDRIOEIEWERC TN ZZADRIEBICDONT. BETH2RFFY X /NIE, BFICEBLEDTF
LANILTORBERRITICK WBZRDE D ET 2RMOMEAEMEBNT 5. £low D FEBOERZ T TR BENDE
HOEOESEOREICOVNTHER LI,

Wide varieties of microorganisms colonize the surface of the aerial parts of plants (phyllosphere) and the area of soil
surrounding plant roots (rhizosphere). Plant-microbe interactions contribute not only to their growth and proliferation but
also to maintenance of ecosystem and global environment. Due to the progress of analytical tools and techniques such as
next-generation sequencing, community composition of plant-associated microbes and physiology and ecology of both
plants and microbes have recently been deeply understood. In this symposium, we would like to introduce recent research
trends in the molecular mechanism of plant-microbe interactions revealed by the analysis of metabolites, proteins, and genes
involved in determination of the specificity between plants and microbes and plant-growth promotion by microbes. We will
also discuss future prospects of agricultural application of the principles of plant-molecular interactions.

SHE 12R 48 (&)

3AS-01 Ch 01 9:00-11:30

BIEMOBIR MR A F AR S AN BERIRIE
Common Principles Lying behind Animal and Plant Circadian Homeostasis

A—HFAY— £ Wk CREBAFASERSTER . B K (SRR SRIASRAS R SRR
Organizers: DOI, Masao (Kyoto University), ENDO, Motomu (Nara Institute of Science and Technology)

HHAE - HAR - ERICKRETABA U XAREICZREBED Y « — KN\v 7IL—7 (FL) IC&K>THEHREIND, RFahEnT
DEEE LGB REMZ N LIZHBERO FL 0&K 57 #MgEEE ICKDMMAD FL. EBHRORESEZ £/ EMRICK
% FL. HICIINRERMEGRE OMREERZREICHRA FL HEEL NIV OBIBEIREOTZHMHR - BAREICEETHS. &
E. . IXNF—ROBEEFOBERIRIFZNICEIGT DDICISZEOBMFIEHPBEALRD, BROBINRIRIEEZNL
ICEZ2MBYDEE LBEERAF AR AOHBERRIBZH R L0,

Circadian rhythms are maintained by multiple feedback loops (FL). In addition to intracellular FL via transcription and post-
transcriptional regulation of clock genes, intratissue-level FL formed by cell-to-cell interactions, FL mediated by systemic
organ-to-organ communications, FL via signals from environment or via social interactions with other organisms are each
potentially important for maintaining stable rhythms in vivo. Common principles underlying animal and plant circadian
homeostasis will be discussed in this symposium. Dynamic coordination of multiple loops at different layers are likely
important for efficient adaptation to severe environmental changes in temperature, light, and energy source.
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3AS-04 Ch 04 9:00-11:30
FhERE | BIRIFIRMATEIB OB & OHBRENBEMN

Germ Cells: Mechanism and In Vitro Reconstitution of Genetic and Epigenetic Inheritance

F—HF1Y— Tk @t (RBAZAZREZMAZER /WPl &£ MEMESSFIMERLS) .
% RE (MWMKEXZEREZMAER)
Organizers: SAITOU, Mitinori (Kyoto University/ASHBI), HAYASHI, Katsuhiko (Kyushu University)

AIEMREIE. BT IIFICoME L. ZOREICK VI LWVEGRZR . HADERBHRCIET / LAERERIEAICHEAT 2.
BERIEIC, ETEREE. BERAR. IS/ L) TSIV )/ T7a05I 71K FRERERBR. TES
J LBROEFRMEETR L. BOEERREE T D R VRITLTIE. EapORIF/EZZDEIEMAIC K5 EEIEHRARAE
BOMRAEZDBRRZARENTBEN T 2MEDOTIHRZHAL . INOMEDH/IANDA /NI NEERT B,

Germ cells differentiate into spermatozoa or oocytes and create new individuals by their fusion, perpetuating our genetic
and epigenetic information into new generations. Importantly, they create the diversity of such information through meiotic
recombination and epigenetic reprogramming/programming, serving as a driving force of evolution. In this symposium, we
will discuss a frontier of the research for investigating the mechanism of genetic and epigenetic inheritance by germ cells and
of the efforts for reconstituting such processes in vitro, with a reference to its potential impact on society in general.

3AS-09 Ch 09 9:00-11:30

MEaREYE  ATHREET LD SZMEES AT AR#EET
Multiscale Synthetic Biology: From artificial cells to multicellular engineering

F—HFAY— : ik B3R (REPKAE iPS MAMAFER). AR =i (EMBL Barcelona)
Organizers: SAITO, Hirohide (Kyoto University), EBISUYA, Miki (EMBL Barcelona)

BREMZE. EMOEECHECDIC, £BV AT LURREOERZ BT ERRIZLEHET 2 L TEER7 /O0—F
D1 DTHB. EMWF. LZ WIEZ. IZFOENPFOMRED . ERDEEBTOANTED > AT L ATHRADEET X
OBEEZRATND, KZVRITLTIE. ERBDBEDOI[BMOMEEE—ZICERL. ERNEMFORFTOER - £t
BOMBISED LM AT LDORIFE. SMREEES AT LOBE. [CRZEM U CBARERENZELRE - 2R#H§HT 5. A
THIRET LD SZMAS AT LAFHE TEZET . HRABEEBTOEREMEMRER LT EMOXDICIRDFED AT
LFERRICHERRIER, REOEHEMFEDF v L > IC DWW TEEm L.

Synthetic Biology has a promising outlook in biotechnology as well as basic sciences for understanding the self-organizing
principle of biological systems in life. Synthetic biology approaches have been attracting biologists, chemists, physicists and
bioengineers who are concerned with designing and constructing artificial biological systems across different scales. In this
symposium, we invite distinguished speakers from diverse fields and discuss recent hot topics in synthetic biology, including
designing and evolving artificial cells to investigate the origin of life, engineering living cells for practical applications, and
modulating multicellular systems to examine the underlying mechanisms. We would also like to discuss common design
principles of life-like systems and future challenges of synthetic biology.

3AS-10 Ch 10 9:00-11:30
THRROZEL R | ABFHOBRRDL S

T cell aging and exhaustion: from a perspective of metabolism

F—=HFrA¥— | BlF FF (RMAZF IPS MEMERR). WUT BR (BEAXAFAFEREZRMARERD
Organizers: HAMAZAKI, Yoko (Kyoto University), YAMASHITA, Masakatsu (Ehime University)

THIRRIE. PRABREEMIEOEEZTIHT 2L EDICHAPREMPZERERE T 2BNAI TV I /X—ThHY) . BREE
SEICEWTHONAREEZRET . TE. MEICHD THROKENER. 4805 [Z1t] (T cell aging) »’. Zr&Z%
MDD HE 5T REMERER ERARINBEERBRORECREICRLEBETDIEPHLONICEO>TERL, —HT. DAX
1BME T A I AREER EICRKDIFHRORTURRIBIE. REFITVIRA NDFORRZFEL. THAIC EE] (T cell
exhaustion) EFIFN2DHWEERT 25| ZRIT . AV VARITLATIE. O [ZL] & [HEE] EO0D THROBEHERIC
DT, BICZIRATARZLL R L RBRMBOABEE (L) XEKR)XL) ZHROICE MERESOHIRHDOME
BRZEN L. FOELREEER. DFA DXL, ZOICIFHEEEFECDORIEMEIC DV TER L.

T cells play a central role in the coordination of adaptive immune responses and cell-mediated immunity. Recently, “T cell
aging” (dysregulation of T cell function with age) has been recognized as a basis of not only immunological deterioration but
also various age-related diseases such as metabolic diseases. On the other hand, persistent antigen exposure during cancers
or chronic virus infections upregulates the expression of immune checkpoint molecules and causes “T-cell exhaustion”, a
functional failure similar but distinct from T cell aging. In this symposium, recent advances in understanding the mechanisms
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of T-cell aging and exhaustion will be presented from a perspective of immunometabolism, a rapidly growing field.

Furthermore, possible interventions to rejuvenate immunity in elderly and cancer patients will be discussed.
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1AW-01 Ch 01 9:00-11:30

BEJO7 74U IHOHEE - g5 - I - Z2f - mEROEBAN 2 7N IIVRROEHRIRRE)

From transcriptional profiling to structure, dynamics, regulation, space, and disease -Innovative progress of single

cell research-
F—AFAY—  BH EXEE (RRKF). MR EF (RRKF)
Organizers: NOMURA, Seitaro (The University of Tokyo), ABURATANI, Hiroyuki (The University of Tokyo)
ONEINDEETOAT 74 ) 2 IDB—RNBIARFEE R 275 FOELEENDPODICEENTODICHEET 2D E
WO TZERRROAE(ICDRD B IEFRAVEMBAFEDBEIP KO SN TS, T TART—U >3y I TR BEOARET
HBDXT LAV —LEEEEHE. TNICEBOLLZDFREMBEERE L TCOMIH. BNEXETHITET /) LAGEHE. Th
ICRKVEENDEEDOENGHIEE 7 1/ X1 TE. ZEMICHBIN/ZMREEEER. MR FILH /1 KeWhokzs
REBIVAT LCBTDEERERE., 2—HIICTDIEICKY BETOV 7 UV IhORRLEZRBEEERLDS > T
IWEIEOFRERLEZ < CEZ=B167.
Single-cell transcriptional profiling has now become a standard research procedure. Next we have to develop an innovative
method to answer the question how the transcriptional products are generated and how these function in complex
biological phenomena. In this workshop, we connect nucleosome structure and dynamics, phase separation and molecular
interaction, epigenomic transcriptional regulation, transcriptional dynamics and phenotypic conversion, spatially-regulated
cell-cell communication, disease initiation and progression, to draw future perspectives for next-generation single-cell
research.

1AW-02 Ch 02 9:00-11:30
HBEM RNA ICK DR ERBED XA F X7 Al

Functional non-coding RNAs in nuclear and chromosome dynamics

F—HFA Y- Xk Y (DPAMER). EIF BE (BERRBKF)
Organizers: SAITOH, Noriko (Japanese Foundation for Cancer Research), IWASAKI, Yuka W. (Keio University)

BEHERABECECFRIREHRT 2XARFE LT HEEMIET— N RNA OEEMPRESN TS, KT—T >3 v
T RBHEEB. IEY I X7 v IRl 3Rty / LEE. 7/ LAMREREICHDDIEEE RNA ICEB Y . &
EATPBERMIC KBRS NS RNA DZE R A DXL, EBREFREHCHAZECERICE T DEE DR
BRICIBD., 7/ LD EI— REMLICES AR D L AEER. &R D.

Essential roles of functional non-coding RNAs in nuclear organization and gene expression have been revealed recently. In
this workshop, we focus on functional RNAs that are involved in chromosome dynamics, epigenetic regulation, 3D genome
architecture, and genome editing. Latest studies about formation and regulation of chromosome and chromatin dynamics
uncovered by cutting-edge technologies will be shared, and we will discuss the significance hidden in non-coding regions of
the genome.

1AW-03 Ch 03 9:00-11:30
IR E B M O HERR AR ERNER I DO AT

Molecular mechanisms of translational control as key determinants of physiological homeostasis

F—=HFA¥— ¥ BAF CHRREENTAZRAS).
JARAMILLO, Maritza (National Institute of Scientific Research (INRS))
Organizers: YANAGIYA, Akiko (Okinawa Institute of Science and Technology Graduate University),
JARAMILLO, Maritza (National Institute of Scientific Research (INRS))

BIERBIE SR BIRERCRRAEE E VO ZIRBZCUCHRICHIS T 2EGRFRREFIE TH D, £z BEDHEDOETEHAE
PHERICE T BEEEE N COEGFRBISERHEWEICK VITHONS. BEREIEOME LD APCHEIRRR EDERZS| &
BIL. TBIETAINAEVDTRERITEE DEEUCHEFNCAKR D KD ICEREMREOBRGFIEE P <ET 5. SEEHEEIC
B ZDBRGEEZMEAT 2 I EIIRABRERICTH T BB BRAOREILICRII D, ATU—U >3 v JidRE. KHPH
BERICE T LB DOEE MR ICARBRBIRFEZH S H»ICT 2.

Translational control (i.e. regulation of mMRNA translation efficiency) plays pivotal roles in a variety of physiological processes
and thereby enables cells to rapidly respond to extracellular changes such as infections and nutrient availability as it does
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not require de novo RNA synthesis. Notably, translation is a key player in gene expression in post-meiotic germ cells and early
embryos, in which transcription is suppressed. Dysregulation of mRNA translation causes severe diseases such as cancer and
diabetes. Moreover, a wide variety of intracellular pathogens alter host mRNA translation to promote infection. Therefore, a
better understanding of translational control will contribute to developing novel therapeutic strategies. In this workshop, we
will address the molecular mechanisms of translational control that are critical to maintaining physiological homeostasis in
immune responses, metabolism and neural functions.

1AW-05 Ch 05 9:00-11:30

A FIACEYZ

—IET ) LAFIAD S5 TH L WERIRROERZBEL T—
Methylation biology

Understanding the New Biological Phenomenon by Non-genomic Methylation

F—=HFAY— SF HR (KRXF). B £ (BREAEHKXZE)
Organizers: KONNO, Masamitsu (Osaka University), HITACHI, Keisuke (Fujita Health University)

AFIAIC KDEMIRRDIERIEINETT / LahDICEBEONTEZ. LA LIEETIFIET / L (RNA, R /NTH ) DX
FIADEZERSHD LT DEREIN. SBIONPFORBHNAEKERPPFIN TN D, AFRCIIEFZHLE LIZMRE
ICKBIET /) AAFIMZEORFOMRZRBNT 2 RIS KPBAOEFMAEOHHRSADOZ >DIFZREM L. FET/
LAXFIALZDX L ZDFERZET.

Although understanding of the biological phenomenon by methylation has been achieved on the genome so far, recent
studies indicate the importance of non-genomic methylation for RNAs and proteins. In this workshop, we will introduce
the latest findings of non-genomic methylation by young researchers to further understand the new roles of non-genomic
methylation. We hope this workshop provides opportunities for other researchers to participate in this field.

1AW-06 Ch 06 9:00-11:30

FEHEEEGRICE T EDF LNV TOMREER
Molecular interactions in parasitic and symbiotic complexes

F—=HFAY— 1 EKE (KRFILAF). £k 2 CREFILAF)

Organizers: AOKI, Koh (Osaka Prefecture University), SATO, Masa H. (Kyoto Prefectural University)
BREFPTHEDDVEFRHREEVWOTETHEZRZLH > TOWDEMRE TR, BRABRBEERPREI > TS, ZOMEEER
DRFENFRIERDP CNETATDTh oD, IFETINVENDT /) LERNEOESICKY . BEERZRAEMICERE
TRDDTFOERADPELMICENDDH D, AT—0> 3V 7T FEFLIHEBRICHLEDBRE TR > TVDIDF
DERBATCEAEERTHANOTEICED 2 MEDERZBNT 5.

In parasitic and symbiotic biological complexes, organisms interact with each other using various modes of information
exchange. Recent progress in the functional genomics of non-model organisms have shed new light on the roles of
bidirectional molecular transfer that mediate biological information. In this workshop, we focus on recent advances in
elucidating molecular transfer and their roles in the regulation of parasitic and symbiotic complexes.

1AW-07 Ch 07 9:00-11:30

RIEMAE DERFZEE LR IC KD 1B T M &5 S I
Spatiotemporal diversity in inflammatory cells in biology and pathobiology

F—HFAY—: B —B8 (FEXF). Bt iff— (EBEKXE)

Organizers: MANABE, Ichiro (Chiba University), OIKE, Yuichi (Kumamoto University)
RIESAREWICRENLREDCELD. —HF TEOBLEEFIHERISZHRAREFTZEBRCPAZSIZEI Y. REF. 2
PERZEEICAA IV IRMBEERZRYRT ZEICE>THIE. BREL. EEEORTESL 2 WVIEEESEANEMD D,
VTN EIEBITEOESRICEKY . RECIBEZHETIMBOLKREDPRALSHERY . KETOLAEZOEREFY - &K
BENMBEEROEBRDPRIFENDDOH D, RT—7 > 3y JTIHERAE L EREZRE T 2 S MRRMEEIER DLk ME
I2B 70N,

While inflammation is essentially protective, its dysregulation leads to various non-communicable diseases, such as
cardiovascular disease and cancer. Inflammatory processes are the complex cellular interplays that are spatiotemporally
diverse and dynamic. Recent advances in single cell and visualization technologies have begun to shed new light on those
processes. In this workshop, we will discuss the diversity in cells and their interactions in the initiation, progression, resolution
of inflammation as well as the recovery and maintenance of tissue homeostasis.
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1AW-08 Ch 08 9:00-11:30

(REINAVNUTDOTFI—] DO EZBRIEODFEMTF
Forefront of molecular biology and life-aging-disease-death unraveling from "nucleus and mitochondrial synergy"

F—HF4H— Hp A (FEXS). BHF B EFnEXE)
Organizers: TANAKA, Tomoaki (Chiba University), MINAMINO , Tohru (Niigata University)

IET /) LERERT ) AANLRERR ERRNBRODFENZIE. £ERFEEMEEELRD. —F. Fw (lifespan) £W0VD
RO D, HFECIER. >aua NI REDETIEYDRMPBEAICEINTE LD, 7OXT7 . DNAEBIE.
BICARNLVA. U—F 210> RE. RBREOZATFHIVEHBLTREI NI RU TP ITFIVICVAA N =0T B,
EE. 1200 BICORNMEMLR IV NIBEERTHAHI NI RUFI. REDTFI—ZEAHTHT. ZHPHP AL
2OFI - RBBREZNICISE CTEZ L OMPERRBRER S TN F—EEZRET 2. KT—7>2a v 7T [REI B
I RNUFZOYFP—] &F7—<IC. genetics DA HF . Single Cell 8 - DAY h—L#EHT - SWATH-MS ##f73
EHFRT7TT7O—F R LT REFRBEORDY ZYVEOVTEZERIMRZEY EiF2, FLOA I v o AEMBIER
RKREREINAY NUTOIF =DM AZERIEODFEMZICDONT. INDLSETYRADNO 7z APTREMEICD
W, BESACERZRDIZL,

Development of molecular biology accurately capturing nuclear events such as epigenome abnormalities and genomic
instability, would be the key to reveal the mystery of life, namely "life-aging-disease-death”. On the other hand, from the
viewpoint of life span, various biological models including budding yeast, C. elegans, and drosophila have been actively
analyzed, and aging signals such as telomere, DNA damage, oxidative stress, sirtuin, nutrition, metabolism, are commonly
concentrated in the crosstalk between nuclear and mitochondrial organelles. In fact, mitochondria, a complex structure of
about 1200 protein weave, can synergistically and cooperatively orchestrates with nucleus, to generate energy production
as well as regulate many intracellular metabolic pathways in response to aging signal, oncogenic stimuli and/or metabolic
stress. In this symposium, with the theme of "synergy between nucleus and mitochondria", we focus on pioneering research
and researchers attempting to elucidate the disease pathophysiology through new approaches, genetics, single cell analysis,
localizatome, and SWATH-MS analysis. From the technical viewpoint of multi-omics, genetics and molecular biological
analysis, we would like to deepen discussions with you about the new possibilities that will open up about the forefront of
molecular biology of "life-aging-disease-death".

1AW-11 Ch 11 9:00-11:30

A& X1 I 7 ADTEEMIRR CBIEDEIRICHITT
Quantitative understanding and manipulation of cell fate dynamics

1 : MPWEEMR [HRLS 41— 7« —DHRAHIREALHIEH]

Co-hosted by: Integrated Analysis and Regulation of Cellular Diversity

F—HFAY— 1 &R EF (WMXE). HF 81T (RBXE)

Organizers: IWAMI, Shingo (Kyushu University), TASAKI, Sohei (Kyoto University)

AL, Ra5HEZETHIERICZOMREDL OSBRI N. FRABAR - HNRRBCEZD SRAF AR AT L
KD ETZAT LREDPBNTND, TOUAT LD - BWHED . MISDERICEDEEZAOSNTWD, B’E. V27t
JVBRHT - A X =2 2 TR ERFTimETARRM CEE T RERMOFERICHL. BEOMACIEIR OER & DMz @4
ICRRTS 2 EPRIRICRYDDH D, L. TNHZIATALAELTEREL. SILWAMRZEIET 2720101, #HiiTE
MOABRLT. FEBETI - I 2= 3> RET—RBNEMOES - BEPURATH D, KT—0> 3V T T £
MG RFRZERATHIET., MlEmzEEMNICIERL. TLTTOEMZRIETDLODOFEERRL TLDEREFE.
MEF. BIERFZOERN)TEMEZEBNT D,

A large number of cells having different functions co-organizes individual and "systems" created by these cells maintain
homeostasis from various internal and external stimuli and disorders. It is thought that the destabilization or breakdown of the
system leads to aging and disease. At present, with the development of cutting-edge technology such as single-cell analysis
and imaging techniques and gene editing technology, we are able to analyze specific cells and organs individually. However,
in order to understand the system and to obtain novel insights, we require a development of data analysis technology based
on mathematical models and computer simulation coupling with these cutting-edge technologies. In this workshop, we will
introduce our current interdisciplinary studies.
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1AW-12 Ch 12 9:00-11:30
HEREMEM 7 ANE T 2 EWRIBEZRRICM (T T

Biological basis for innovative biomaterials

F—HFAH—  #®BE GBEMERR). SF Bt (FERRERKXS)
Organizers: HAYASHI, Shigeo (RIKEN), YOSHIOKA, Shinya (Tokyo University of Science)

BEPREROBEBIIPELHEHMO T/ 7 AR EEICKDBIRWEARS TRET 5., BOEOXREZE DM/INEEES
WK ZFF8%. COELOBREYEBOREFEIFEILO—-X (fEY). FF> (BR). 77F> (B 0D
FHR B, BREREDIFEEZID & THOBRBREPICHEDOH IR ZRIREIC L. TENRIEERV ORBERAFEZ
REL TS, AWS TldigEt (Fh. Saranathan). £%WFX (X35 ). EWHMRE (/NB). BRIVFIZ (RE. =
B NAFIXT A VA (AHF) OMREERZ. ./ BEBEOEYFNRIEE Z OB T O ARBICAIT TOMEZ
FEamd Do

Living organisms have evolved a variety of surface functions including selective light reflection (structural color) and water
super repellency (lotus effect). Those functions are realized by fine-tuned surface nano-structures consisting of cellulose,
chitin or keratin, and inspired engineers to create novel biomimetic products. In this work shop we discuss biological
principles underlying the formation of surface nanostructures and their evolutionary refinement.

1AW-13 Ch 13 9:00-11:30

EMFoV T D NI NITISED
Towards the understanding of central dogma in biological chirality

F—=HFAY— K5 BB (RRKXF). BF @8 (KRKXF)
Organizers: YAJIMA, Junichiro (The University of Tokyo), MATSUNO, Kenji (Osaka University)

BREEREDEDZIEDTERVIARDOUEZF T T4 EER, FFDPOEFET. EHRRTHEHEBZEDOT EEN
ICRBOONDHUETH D, INET. DFOFTUT 1 BPRBIICIHEGRDOF S U T 1 ERE L TWVD EWVWDERILRREG
i BEOEEE TR De, ECAPIEFE. FIOFURPF1—TIV2OFITUT 4 ZRRETDERFTITADHA
T— RRRREEEDRLE SN DO DD D, D WHOIX " EMFSUT DV MIILNIY " ZRamicEm Lzl

An object is chiral if it cannot be superposed onto its mirror image. In biological science, chirality appears hierarchically from
molecules to body structures. However, it has been difficult to find links between the molecule and body chirality. Recent
studies demonstrate that the chirality of actin and tubulin molecules is the ultimate origins of body chirality. Here, we
define such causal relations between molecular and body chirality as central dogma of biological chirality and would like to
integratedly discuss it.

1AW-14 Ch 14 9:00-11:30

YHFELOBIGENE T/ L. £ OFEEF
Adaptive evolution and genome-wide analysis of fish and insects
F—=HFAY— XF B (RENAFTKF). —HEE A RRIXXF)
Organizers: OMORI, Yoshihiro (Nagahama Institute of Bio-Science and Technology),
NIKAIDO, Masato (Tokyo Institute of Technology)

AV —RBRETINEHOMRTIIEAINT IR 27 [NAF—7R] EYMOL DBFRENZEETF L NILTHRT S
EDPFBEINTWD, —H. FIITRT /) LBRARYRY > TU > IhE. E<OREDPIBIEEND. Aty 3a> TR,
WERBEO Uy R, FF 3. MUFE BRTHDHT ML AAUHD. NUREEMICEHFRARYIY OD SEMT
TAOMREICER O TV e INETICHEOSNZHLOVMEL T TREALCDEDNDBEE EDICE O T EE
E Fkcar Loy AR

Attention has been focused on studying the unique evolution of "minor" organisms that have not been elucidated in the
study of major model organisms at the genetic level. However, there are many difficulties such as insufficient genomic
information of these organisms and difficulty of experimental sampling of individuals for these studies. In this session,
researchers from teleost fish and insects will talk about their studies which analyzed from a novel perspective. We would like
to discuss this with the novel insight into these projects.
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1AW-15 Ch 15 9:00-11:30

FINH%ZQC—Hlf/NEDEEBDERHE

Organelle Quality Control - autoregulation of organelle quality and capacity
F—AFAY—: HF MR (RPXF). 5H BB (RERILKF)
Organizers: MORI, Kazutoshi (Kyoto University), YOSHIDA, Hiderou (University of Hyogo)
HRMICTFES 2MiR/NGEDFEEXHEIL. MREOBEICIS U TEBICHEBSNA TS, ZOLDRMB/NEEDER
BFIEEAE (organelle quality control) |EifREMFEDHORIMFERED—DTH S D %D BRI EHEE (MEE)
PSNEGERESNTIBD O fce RT—0 23y TTIRMBAER TN IAE S NIV RUTZ AN FHFY =L VY =LA
TN ERRA SRR/ B D BEMFIIIEBICDOVWTT 1 Ahy>a>d B,
Both the quality and the capacity of each organelle are tightly regulated according to cellular demands by the mechanism of
organelle quality control (organelle QC), which is one of fundamental issues in cell biology, although it has not been studied
extensively except for nuclear QC (i.e. cell cycle). In this workshop, speakers and audience will discuss on organelle QC of the
endoplasmic reticulum, Golgi apparatus, mitochondria, peroxisomes, lysosomes and secretory vesicles.

1AW-16 Ch 16 9:00-11:30

fREED 5] ORREHE | EBEEESHREORRD S
Formation and regulation of cell-cell adhesion: from the viewpoint of uniformity and variability

F—=HFA Y-t/ W IE— (AMXE). /A BEF (REIBKXH)

Organizers: IKENOUCHI, Junichi (Kyushu University), ODA, Yukako (Kyoto University)

ZHPENOEOFRICIF. HREMERMEED 5] PFET 2. "BF. €0 [B] ICEWT. BEDTFOEERRZED T
Y N7 —LICEATAMEDBEANICITON TS, Flow BEDFHEHICMA TEARRREE R EDRRICIE U/ E b & &
T2 ET. MREBEEDFHINDZEDPBLNICESNDDHD. KT—U >3y 7T ERMROEEZDOIC, FHR-
BB T T A EDHEBEOTIICET2RFIOMREEHRL TLVLE. HEBEEOZRECEREZERTSHE
EBIC. MREEEMEOSEROREICOWVTEMRL L.

Multicellular organisms are constructed by various types of cell-cell adhesions. Recently, the studies about how cell-cell
adhesion molecules assemble and function as a platform for cell signaling have been conducted intensively. In addition,
it has become clear that cell-cell adhesion is regulated by numerous factors including membrane lipids, post-translational
modifications and so on. This workshop will focus on the epithelial cell-cell adhesion, neural /immunological synapses, and
we will discuss recent advances and future directions in this field.

1AW-17 Ch 17 9:00-11:30
WMEDZE T O AT Leiiig <3 L O EEhm

New Trends and Fundamental Technologies for Microbial Ecosystems
F—=HFAY— 4K fhiff (BERRKZF). EH Ef (BERZKZF)
Organizers: SASAKI, Nobuo (Keio University), FUKUDA, Shinji (Keio University)
KRS —T Y —DFFRT A 7 ORGET /N1 AR EDEMEMICHO. BRAREMEOKRXNDBENKLDDHD. INE
TOMEZMRIE. DEEEESNEROMEDOEERITZIT > TX D, METIBEMOERE "&£ L TEDSA.
BEEORABRO2MEGE EMETIIDAT L) BT LM RERBEHE L THERESNDDHE. KT—U> 3y
TTR MEFIVARHINA ) A NEBEE. FERIEPHIRRITGE. RAREMZRE L THEMETI IS AT LOEFEP
ZOFDICHTIESHOMEES & SEROBRHMEZDOEMICDOVWTERT 5.
The field of microbiology has been changing with the development of new technologies such as using next-generation
sequencer or microfluidics. In previous study, functional bacterium has been isolated and cultured to understand its function
individually. However, the recent trends to reveal symbiotic relationship between host and bacteria (microbial ecosystem) is
that we have captured whole bacteria as a microbiota resided in/on our body. In this workshop, investigators present their
state-of-the-art technologies, integrated omics analysis, organoid, fecal microbiota transplantation (FMT), and mathematical
approach which allows controlling microbial ecosystem, and we will discuss the future how to progress this field.
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1AW-18 Ch 18 9:00-11:30

RSV T SIS RIE R DD ?
Extracellular fine particles: Where are they from? What are they? and Where are they going?

F—HFAY— . SH ME (BEEXFE). SR X (R#BXH)
Organizers: YOSHIDA, Satoshi (Waseda University), IMAMI, Koshi (Kyoto University)

IOV —LREOARMMINF EIDPAPERDOY —H—E L TEIT TR ZOEFBEIEMED OXZRTIEZEDHTL
%. £z PM2.5 & EOHRMBILFIFERICERVIAFTFN TEFEZRIZT EPHON TS, KT—0 > 3y T TIEE
RN CEE T 2B WVIERE Z O ISHIRBSMERI F ORZAHERE . MRBE OGBS, MEAORAAZERE. € U TERSE
EVWDTRABRBRD OFHRT Do FTABCRRBIZRICE SONTITHRETARATCH L WO S/ ONT —KRICE
DO THIRSMER F S B RO ZEBFHEYT 235 Lz,

What are the extracellular fine particles? Extracellular vesicles including exosomes and exogenous fine particles such as
PM2.5 are drawing wide attention. However, we still do not fully understand "Where are they from? What are they? and Where
are they going?" In this workshop, we discuss mechanisms by which extracellular particles are generated, are transmitted,
and induce responses in the host cells. We aim to reassess the physiological impact of extracellular fine particles based on the
recent progress in the field with new cutting-edge technologies.

1PW-02 Ch 02 15:30-18:00
R B DFFTEFE

New Era for Translational Control

F—HFA Y- Bk AL GECEMER). Bl FIX RILXF)
Organizers: ITO, Takuhiro (RIKEN), INADA, Toshifumi (Tohoku University)

BERIE MRNA DS XV NNTBADBLRZZEHR TR BB U THRLICHIEI N TV, EROEMER S FERLRE
=EMEE LT BeGERNRMETRICE DV /MREYFP X IEREEREN. 771 TBBICK BN FRRICES1B
BEEMZE. ADFAAX—DVITBAEVSTZEDBOERICE ST FlEABREBOERDPRLERBLDICHEO>TND, K
D—22 3y TTIHRERADEMIREZBFL. UKRY—L7D5 mRNA. tRNA. FIRREFE WS 7Z8RRICEBh 2R 7R & F
N5 DIEERFIC KBS &I OBREEEBEZ BN L Tz,

Translation is not just conversions from mRNA to proteins, but is controlled intricately depending on environment. Recent
development of cell biology based on super-resolution fluorescence microscopy, structural biology based on X-ray
cryatallography and cryo-EM single-particle analysis, and single-molecule imaging techniques, combined with conventional
biochemistry and molecular genetics, has led to the realization of new translation mechanisms. In this workshop, the invited
overseas and domestic speakers will present the up-to-date mechanisms of translational control, conducted by many factors
of the ribosomes, mMRNA, tRNA, translation factors, and their binding factors.

1PW-03 Ch 03 15:30-18:00

RNAUA > hx—3>

RNA Reincarnation
F—=HFAY— ¥k BiE (RRKF). &H ERE (REAXE)
Organizers: AKIMITSU, Nobuyoshi (The University of Tokyo), HAMADA, Michiaki (Waseda University)
TERDBEETFRIEHEOMEIE. &E. 7Ot > 7. gk, BR. 2BO—FEORNE L TERINTE L, LPALR
PH. REDHAELS. & FRO RNA DB R EROEBEPIE Y 127 « v 7 REZHEHT 208D TREINTETL
%, RNA DEEEDETE - TED T X7 « v VIREZFIEHT 2#%NIC [EaOER] ORBEZRVEES. AWS Tl
RNADFICERB LzEmDEREZ [RNAUA>Hh——>3>] E@al. RNAUA >V H——> 3 VBT HRID
MEMRZFHEEZL. FRI D,
Classical view of gene expression flow supposes that unidirection of gene regulation; transcription, processing, export,
translation, and degradation. However, recent progresses propose that RNA degradation, the most downstream, regulates
transcription and epigenetic regulation, the mot upstream. We name this novel requlatory mode as 'RNA reincarnation’. In this
workshop, we will give talks related with this new concept.
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1PW-04 Ch 04 15:30-18:00

1 fHRfER D SRR V7 ONF VRT > vl
Unraveling the "chromatin potential" by single-cell analysis
1 : MFWFERR EEFRHHOBRRELS/OVF I RTovIV]

Co-hosted by: MEXT Grant-in-Aid for Scientific Res. on Innovative Areas, Chromatin Potential

F—HFAY— 1 FE 18 (LBXF). T& FEHA (BFEMRERN

Organizers: OCHIAI, Hiroshi (Hiroshima University), HIRATANI, Ichiro (RIKEN)

TE. BLADFIJABRHAS. VAN FAEMCERYT /) LEEEBETFRIROBGEDPBELOMICRYDDHD. LHL.
"TONDDEZHONI—LHREOFINRBERCHY . B4DMRICEITS [FOYFViEER (VOXF U HBENIC
FOBGFREGMES )] ZBAITLIIEERETHD. AT—0>3 v I TR EIC1#RHZWVE 1 2FLNILDY
ONFUBITFECR/RONDIIMRZREIC/OYF VETERZ#Hm L7zl

Recent omics analyses have revealed the relationship between chromatin modification, genome architecture and gene
expression. However, they only provide averaged information and cannot reveal the "chromatin potential (chromatin’s
capacity for gene regulation) " in single cells. In this workshop, we will discuss "chromatin potential" based mainly on new
findings from single-cell/molecule approaches.

1PW-05 Ch 05 15:30-18:00

EFMEEDY 0 R OMR D RAAFT
A new era of cell division research pioneered by young scientists

F—HFAY—: 8 Bt RRXF). RN RE (FILXZH)

Organizers: HATA, Shoji (The University of Tokyo), IEMURA, Kenji (Tohoku University)

MR, REBAEE. MRRE. HEETNR. BRACHNEDES. 2BHRY]. £BHNEK. MREIREV DL
RIBRDERA DD VIFERFHIET T 2EMD DBBAEDRR TH D, AT—0 >3 v T TR IheDORBREEIES
HICHIE L TOWBDEFMABICARY T4 haE T, TNETNORBIRICETEIRFOMREHEF L. MRS HEED
TIENRIERZRD D ET. BERNOMRAMEMAZEE LD TIY N7+ —LOMMICDRIFZ0N.

Cell division is an elaborate biological phenomenon consisting of highly organized sequential processes such as chromosome
condensation, bipolar spindle formation and chromosome segregation. This workshop puts a spotlight on young scientists
who are actively studying these processes. By sharing the latest findings of each process and deepening our comprehensive
understanding of the cell division machinery, we hope to build a platform that will stimulate cell division research in Japan.

1PW-06 Ch 06 15:30-18:00

l&7= 56 <{EHF ~ Women be ambitious ~
Small molecules at work!

F—HF1 Y —: REP #E (EALHPAME L Z—). KL & (ERRERAXE)
Organizers: HATTORI, Ayuna (National Cancer Center Research Institute), MIZUKAMI, Akane (The University of Tokyo)

I/ ) dME. EBREDEDFLAMSIEREREDERLMBERD—AT. ThESPEEEZEMELS LT
HRREFPANLAGE. MEES 7 FIMREREERICB T REMBREDRRICES T 5. ATU—0> 3V T TR 1EY
D OB E TRRARMFRE CERT 2 RMEMREDALICERIFOMERRICOVWTHERENCLE. BRERREDIFEZ
DFENZDNTERT o

Every living organism utilizes various small molecules not only to build and maintain its body but also to regulate growth,
survival, cellular response to stresses and inter-cellular communications. In this Workshop, we'd like to highlight recent
works by female scientists studying diverse research areas, from plants to animals, and discuss how various type of bioactive
molecules, in particular such as branched chain amino acids, origosaccharide, calcium, function to do their jobs.

1PW-08 Ch 08 15:30-18:00
ITET ) L ZRTDBEHREEDKDICHREIEISTH?
Epigenome: How to unravel multidimensional information?

F—HFAHY—: R EEF (ELDAMER L 2—). BE ZF FRSEMZEFR)
Organizers: HATTORI, Naoko (National Cancer Center Research Institute), UMEHARA, Takashi (RIKEN)

TET/ LBERIE RREIOXTVEBEICS KSR CREMD SN2 RITORE THFET 2. INO5DERER
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IR L2 D TR L EBMDIBAEHEDPFHEDEBRROBECHBICDRNS D, JDT—U>3 v T TR, 2XRT
DODIES )/ LEROMEE - SRV ETERADOMEEICKY . @I ONAAAY—FTEMET 2RO/
LR ZABNT B

Epigenomic information exists in a multidimensional state where various chemical modifications are attached onto nucleic
acids and chromatin proteins. These pieces of modification information are not independent, and a combination of the
modifications leads to the occurrence or correlation of a specific life phenomenon. This workshop introduces the latest
epigenomics from technology to biology by domestic and overseas researchers tackling on the detection or control of
multidimensional epigenomic information.

1PW-11 Ch 11 15:30-18:00

Reconstituting human embryonic development - novel tools and exciting perspectives

#F—HF+4Y¥—: ALEV, Cantas (R#A%¥). SHENG, Guojun (FEAKXZ)

Organizers: ALEV, Cantas (Kyoto University), SHENG, Guojun (Kumamoto University)

Our workshop will bring together scientists and experts who are interested in and working on the in vitro reconstitution and
analysis of key developmental processes in human and other species. The main focus will be on the in vitro recapitulation and
analysis of human embryonic development. Our understanding of human embryonic development is still very limited and
hampered by the fact that suitable model systems are largely missing. The organisers and invited (international and national)
experts in this new and upcoming field will share their latest results, which we believe will be of interest to many attendies of
the upcoming MBSJ-2020 meeting in Kobe.

1PW-12 Ch 12 15:30-18:00

KD BREBEZRDOER - REGODZSHRMEZEALT D FER E & MEERMERADISA
Diversity of sensory system and its application to human health maintenance

F—HFrA Y- 2H 5% (ExXRFEEMEL2—). TR 28 (REXF)
Organizers: TSUDA, Leo (National Center for Geriatrics and Gerontology), CHIHARA, Takahiro (Hiroshima University)

ZHREDIIHREAD S EIETRIRBENICHELT 57D, EFRLRESREZENI S TE L. ThTNORESIE. HRED
RHZAARNZHEALTEY .. EROITEHREBE#FICOERLTOD, AT—U> 3 v 7T GUL ke &, B
BEEVWOTERIRISH T AREMPBOEEMRICEAL T, EFLEamaF> TRUEY TIFSZ &kl RERDZHREE
ERETHERRFIC, TAIIARE, BT L CHERANEZEE L bORBHEIFICEADDIGAMICDOVNTEHRBM L.
Multicellular organisms have evolved diverse modes of sensory systems to respond to a variety of extracellular stimuli.
Each sensory system has acquired unique ways to detect environmental stimuli and contributes to individual behavior and
homeostatic maintenance. In this workshop, we will discuss the diversity of sensory systems using model animals such as
mice, fly, mosquito and nematode, and also introduce examples of application to virus infection, aging or dementia for the
maintenance of human health.

1PW-13 Ch 13 15:30-18:00

£H5D0Y Az \T 1L HiE MR DR & RIIERR
Integrated understanding for function of hematopoietic organs which catch systemic distortion

F—HFAY— Fll i WFXF). 8 F (RFKF)

Organizers: KATAYAMA, Yoshio (Kobe University), KOTANI, Ai (Tokai University)

BHIIEICEFLIDD O IZRICES LIECHBEEERED L ADBETH DD, INET. B% "l " CRA. F2
HDEPTOMBED T PO B 5 DERICKH T BRI ZMEBHICIEREIND Z&d BP0/, KT—U>3avT
T, [EeER ] & [EfeE] Z2@EaSE (88 LV OBEZBLT. BELTOEKROBE OREZERTSH. Ih&E
TOEMARERZLLEESED [EEHE] 2RHETS.

Bone marrow has a rich mechanism of organ connection that starts to drive when something is overloaded to the body.
However, bone marrow has not been regarded as an organ. In this workshop, we will evolve the existing academic system
to understand the function and pathophysiology of whole body through a window called bone marrow by fusing organ
association and evolutionary axis.
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1PW-14 Ch 14 15:30-18:00

ZBREMERZOFRA~ZDBFMEOBMEICK > TIEET D XU MEOES KRR~

Frontiers of research on aneuploidy: toward the understanding of the complex pathology of Down syndrome
F—=AFAY— ik BREF (RPXFE). EM @EF (BLXF)
Organizers: KOBAYASHI, Akiko (Kyoto University), KURABAYASHI, Nobuhiro (University of Toyama)
EN21 FBLREEO NV I—ICKOTELDE TV UVER. HOBEETRISRABHRER TH Y TORBAEEREICH
TEIRICHEHDERHERERIET 5. COEMBREDORERBICIE. ZRFICOHLEAIMAZTHES BELERDPBOTEREER
Bo TITARIT—02 3V T TR XUVEZFROE L TRBHREBMEICKYS|ZRIINDIREOD FER Z ZHEAYICIE
L. SOICIERKRSAOFRERICOVTERE R/ L.
Down syndrome (DS), or trisomy 21 is the most common autosomal aneuploidy and is correlated with a variety of health
challenges. One of the scientific goals is to understand the molecular basis of the unique combination of risk (and resiliencies)
from multiple aspects. In this workshop, we invite leading scientists studying the DS pathology and chromosomal dynamics,
and would like to discuss the possible development of therapies.

1PW-15 Ch 15 15:30-18:00
EAFaHEICBELDRBEEX DAL

Metabolic and Physiological Regulators of Organismal Longevity

F—HFAY— /g BB (RRKF). El EX (RRXF)

Organizers: OBATA, Fumiaki (The University of Tokyo), FUKUYAMA, Masamitsu (The University of Tokyo)
HFDORIF. BLOAEFNRERICE > TENT S, INETIC. ETNVEME LBV D FERENMEDZEE Lo
T AYAIVVIGE 7 F I & Lle KBEESEEORBICKDZNHEO—mPRS P ER DT, KT—U >3y
TTR. BE REB. a3 UNIREZRVEEMMRED . EFOMARREHEA—ZICE L. EEWICRTFESN
TeE B R EEHT .

Model organisms have contributed to the understanding of metabolic responsive pathways that govern organismal
longevity. The workshop shall identify Metabolic and mechanistic regulators of physiological ageing. It aims to meet the
researchers studying ageing in yeast, worms and flies and elucidate the evolutionally-conserved mechanisms determining
organismal lifespan.

1PW-16 Ch 16 15:30-18:00

NA F7—7% DSBEEREDOXA H AL EFERR

Alternate Routes to Cope with Chromosome Breakage: Mechanism and Significance
F—=HFAY¥—: S0 B— (BRFFMRAR). i #E EHILKF)
Organizers: TAKATA, Kei-ichi (Institute for Basic Science), ADACHI, Noritaka (Yokohama City University)
DNA Z=sEtltr (DSB) I$FEEEFRImERE (NHEJ) FEEREMEH®EAT (HR) ICKWUEICEBEIND D, MIcH2D07
AT —BRBEPFELTEY . HRRIBAADBEEZNE L CEEZAV TS, F72455%7% DNA E27) ETo DSB 181
ABEBHEEBZFRT DD, ThzilFld 5EDFEET D, V1 F—74% DSB EEREE. NONRELR DNA OHEFHED
‘B EEBFEICOWTER L,
Nonhomologous end-joining (NHEJ) and homologous recombination (HR) are the two major DSB repair pathways. In
the absence of NHEJ or HR, DSBs are still repaired by alternative DSB repair pathways. Alternative DSB repair pathways are
promising targets for cancer therapy, because inhibition of those pathways can sensitize HR-defective cancer cells. In addition,
novel mechanisms to cope with unusual DSBs have been identified. We will discuss the importance of those pathways to
maintain chromosome stability in this workshop.

1PW-17 Ch 17 15:30-18:00
DFEXNEZ O ER
New developments in molecular evolutionary anthropology

F—HFrAH¥— . XA #F (R®RRERXF). AF EZ (RRKXF)

Organizers: OOTA, Hiroki (The University of Tokyo), KAWAMURA, Shoji (The University of Tokyo)

HREANEOT /) LEFPFNICHE < R A FAO—L8. BAIROHRED IPS i, NEELRICET 20 FEY AR
Fid. CIHE. BRDPDOFHFHAEREZRITTE NS, KT—0>av 7T, ERENPSERBAE. FL ORENLE
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ICWVEDEACSEDEAANEIT /2. &IEMZER L7 70—FICDWT. BRNOEFMREDBN L. TOHERICD
WCEERT Do

In recent years, molecular biology research on human evolution, such as the archaic human genome analysis, the subsequent
analysis of ancient methylomes, and establishing of apes iPS cells, has been rapidly and novelly developed in recent years.
In this workshop, young researchers from Japan and abroad will introduce the newest technology-based approaches to
elucidating the evolutionary history of primates, ancient humans, and modern humans, and discuss new developments.

1iPW-18 Ch 18 15:30-18:00

ERMEORILEMTF ~ XD TR - TEREFZED S FIBHEEEL T
Establishment and maintenance of epithelial order - mechanics, morphogenesis, and physiology
F—HFM¥—  HECZ EBEEIERKS). X BA (£EFMFER)
Organizers: HIGASHI, Tomohito (Fukushima Medical University),
OTANI, Tetsuhisa (National Institute for Physiological Sciences)

LRHE ORI CHFICITHREEEERBOBR M. FMREBFREEREZN L LEMREOHZENMBEERD]
RCTHBDZEDRALPICKRY)DDHBH. EREEBUEDED LD ICFREN. BUEPERREICHE > TED KD ICEND IR
TRODIFETHICERINTORN. K-> 3y 7 TIEEEBRFEORI EHFICHDAIMEZHET 2RHOMEEZ
. BRMOMEZHET D EHIC. EREMFOMENRIBRICEITZZRDHZE LU,

Epithelial cells form cell junctions and communicate with each other to establish epithelial order. We are beginning to
understand how epithelial cells organize cell junctions to couple with each other to form functional organs, and how
epithelial homeostasis is maintained. In this workshop, we will provide a platform to discuss the cutting-edge topics in
epithelial biology in a multidisciplinary manner.

®2HBE12A38 (K
2AW-02 Ch 02 9:00-11:30

Decoding and Engineering Cell Shape

F—HF4Y¥— 1 WANG, Yu-Chiun (GE{L#E%EFT). MOORE, Adrian (E{LFFAFTFR)

Organizers: WANG, Yu-Chiun (RIKEN), MOORE, Adrian (RIKEN)

Using examples from work in range of model organisms, this workshop will address what are the effector mechanism
that decode the shape of individual cells from genetic information. It will further show how the understanding of these
mechanisms are used to create new cellular engineering tools that manipulate cell shape in vivo to study cellular migration
and patterning processes.

2AW-03 Ch 03 9:00-11:30

MEEFLERRICET 2T — 0 3y 7 pFMRENE. EE. F/70./ 00—
Workshop on Nuclear Pore Complex: Molecular Cell Biology, Diseases and Nanotechnology

F—H7F4HY—: WONG, Richard (£RX%). S iHF (FB{LFMER)
Organizers: WONG, Richard (Kanazawa University), IMAMOTO, Naoko (RIKEN)

KEFLEAE (NPC) (ICRAT 2V -0 av 7T, MREME. FUEDPOSNAFA2TAIT AV FHEET Y
TICEDETCORLSBRDFOMAEEZFRIC. NPC Z2NT 2HEDOEAE. €L USHEOEAICDOVWTELED.. Fh
74— L%RELET., BEEZRTLHEEEIEINPC 20 L TITHhNTEY . FTEH. FRF v XIIUDPHOMREE %
HOTWET, ZOFRRF v RILE. REGEEEMSBRWT I ZINT I 0T ) O)RUENEZRFDOR > /INUE
(FG-Nups) DRICFEE OLRETH Y. INDPEBEND FZHE L. BRANOBEBDUETIEROVERDFDRA - it
HZpE. MEXEZAR (NTR. 1 2R—F> / TV AR—F U EFHUF T TV EBFEIND) IEELTVDAE
BYMEDOADPBBTEDEDICLTVET . NTRIE. EHOEFRMERESEFT—7 2 L THhRF v L FG-Nups ® FG
FF—TVEMHEERL. BiEYEEEBHICNPC Z2RICEBB L I H. JHEREDOMEICEKY . FG-Nups DPE—R&IESD
B (LLPS) BRICEDL O TWBEHTHDEROMICRYDDHYET, ZOT—0> 3y T TRICESREYTELDIE.
FIAA=I2TFNA A (STED. HS-AFM %) O7 77U —> 3 > OIGREETH Y. Zhic k) NPC OBfEE &
FOEEE ZBEEM T NPC AN LIEYEEXRBIRED A D AL a2 KR EBHTAHIEZBME LT, RERMW7 70—
FETOMRE. BRI 7 7O0—FETOMRE. MAORRERDIEVEZZXTNET,

The Workshop on Nuclear Pore Complex (NPC) will provide an interdisciplinary forum for researches from different disciplines,
from cell biology and bio-chemistry to bioinformatics and computational modelling to talk over both basic and applied
aspects of the transport through the NPC. Transport takes place through the central channel of the NPC, which is tightly
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packed with nucleoporins containing intrinsically disordered phenylalanine and glycine repeats (FGNups). FGNups form the
permeability barrier of the NPC; i.e, they avert the flux of unmotivated macromolecules and only permit passage of larger
cargoes that are bound to a nuclear transport receptor (NTR, also called importins, exportins or karyopherins). NTRs interact
with FG motifs of central channel FGNups through multiple low-affinity binding motifs and thus rapidly cross the NPC, along
with their bound cargo, recent studies indicating FGNups caught in the act of liquid liquid phase separation (LLPS). Particular
focus of the workshop will be to foster the application of nano imaging devices (e.g. STED, HS-AFM)application to investigate
the interaction between experimental and theoretical approaches aimed for relating NPC dynamic structure to its function,
and understanding mechanisms of the selectivity of transport through the NPC.

2AW-05 Ch 05 9:00-11:30

ZTNT ) LEAIC KD EYEDRE

Biological fate determination by multidimensional genomic changes
F—=HFAY— =5 M—B8 (RIWBRF). BE KE (UBEKXF)
Organizers: MIYOSHI, Tomoichiro (Kyoto University), KUROIWA, Asato (Hokkaido University)
BEDT ) LEEHBBFIEMORRICEKY . BRET ) LEADEZ OEMENICHET DI EPHALIER > TE T, EE.
ZI. 8. Z L THBRNRTFREICEDT / LOBRDPEDLDICT / LADOEZFEZEHZLO L. EOKDICEMEE RTA
TT20P?ARKT—0>3 v TTE FLNLDSERLANILET, ELICIFBLVEYREENRE LEMRARERZEL
T ETRT ) LB EEMECIC DOV TERT Do
Recent advances in genome sequencing technologies have demonstrated that genomic diversity contributes to evolution
of various organisms. However, it remains unclear how genomic reorganizations by partial or whole genome duplication,
translocation, or transposons lead to genomic diversity and drive speciation. Here, we will focus on a wide range of species,
and discuss the multidimensional genomic changes during evolution.

2AW-06 Ch 06 9:00-11:30

DNA#EH - 55 - LBEAEEOESEEZOIATI—FT 1 x—>3 >
Coordination and mis-coordination between DNA replication, transcription and chromosome structure
F—HFAY— R ME (EREMZMARR) . S/ Ai— (ExLHAE>EZ-)
Organizers: TSUBOUCHI, Tomomi (National Institute for Basic Biology),
YOSHIOKA, Ken-ichi (National Cancer Center Research Institute)

HanDERETR TS DNA I&. DNAESR - &5 - LBABEFIHREZaDlz. Z<OEMRBEROFEEEKO>TVD, N
SPOELEETD LG, EHRICETRBRZMIFTDOICHBETHD. BALADRRICDOVTIFZLDRMEIPEEL TX
7. DNA ETCRIZDHRALABRANY NODA—FT 12— 3 VLB LU TRELEXETHRBL I L, Kzva>TET
J LEEEICEDDEKRZLEY £, ZOEEOHIEELDEIAD—FT A x—>3a DWW CEmLEL,

DNA, blueprint for life, serves as a platform for many biological events including DNA replication and transcription in
association with chromosome-structure regulation. Coordination betwen these events is essential for accurately maintaining
genetic integrity. Although each individual regulation has been well studied, how these coordinate with one another, still
remains unclear. In this session, we will gather speakers working on various biological events that affect genome stability and
discuss their elaborate coordination mechanisms and potential miscoordination.

2AW-07 Ch 07 9:00-11:30

BRHELGHEESEEOMERY ND—7
Inter-organ communication in skeletal muscle physiology and disease

F—HF+A¥— BiIF TFF GRRERERIKS). 4 = (Imperial College London)
Organizers: MATSUZAKI, Kyoko (Tokyo Medical and Dental University),
HIRABAYASH]I, Susumu (Imperial College London)

ANEBRADEZR ChDEEEHIE. BRESHORKRINARENFEE CHAIDAELT . 25 DRAKRFEEEEmAMMEICHEEER
TBHIEICKY ., BERLGHEEZED CEDPDDOTE . BIRHD L DHEMEN. DN T FIVREDF I thlges D
RERIEICEZEREEZHD, —A. BIRK. PA. El. BEREICE>THLELEINLE2H ORBEND BREH DEIEH
BEDFIHICEASTHEEDNTND, RTU—72 3 v 7T, BEHEMEREOEERY N —VICET2RINOMRZE
BT L. BREIC OV TR T L7l

Skeletal muscle is a central metabolic organ whose function is regulated by communication with distant organs such as
adipose tissue, liver, and brain. While muscle-secreted factors are known to have far-reaching effects on the physiology of
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other organs, how muscle physiology is impacted by systemic metabolic changes induced by diet, exercise and ageing is
relatively poorly understood. This workshop brings together scientists interested in the inter-organ regulation of muscle
homeostasis. We will discuss how skeletal muscle physiology is modulated by metabolic factors (diet, animal metabolism, and
ageing), other organs, and diseases, such as organ failure and cancer.

2AW-08 Ch 08 9:00-11:30
T8 EEPMDFEICEH T 2 IBIER R DR [RIZDIERRICT I T

Principles in the symmetry breaking in animal and plant development

F—HFAY—: ik 8 (BxLEEFERAER). AN B (ELEEFEMFER)

Organizers: SATO, Yutaka (National Institute of Genetics), KIMURA, Akatsuki (National Institute of Genetics)

By - BMOXBICHHHOT . LMBEATIOBEICEOTIE, MEPHREERR ERRA R LIV THRHIRED BN TIERTR
MHEC. ZOBEZER L THOMRRENEDRITTND, ZOELDIC. MO EEDROIEITRIEMR: - B
. BIIEYOEE - 228 - BB OFRECHRAMICEVTEENRBIECH D, —H T TOXNZALICDNTIE. BB
MOZRFEPEEREOBE Z EICEFICHEINTEY . HBTLEARRIEZIRA SHAIETDTI EU&L\ €I T AT—
723V 7 TREBYEMATNRET D 6 BICKDHEBZEMIC. HFFEOWMN. IECFRIEMRS - BFRICET22HEXD
ZALEEB L. FOERIC %é%ﬁ%ﬁ@ﬁ@ml?@ﬁ%zt%E?a@'

In both animals and plants, organization of multicellular body requires the breakage of symmetry at various aspects of
development to produce asymmetry, which can be utilized as a polarity cue to establish a developmental axis. Thus, the
breakage of symmetry, followed by the maintenance and recognition of asymmetry, is universal process for development
of body, organ and tissue system, and for cellular differentiation. However, its mechanism is analyzed using diverse species
including both animals and plants and is focused on various developmental events. In this workshop, six topics on the
varieties of symmetry breakage in both plants and animals will be introduced and will provide an opportunity to discuss
possible principles in the symmetry breaking in animal and plant development.

2AW-11 Ch 11 9:00-11:30
WICHFRGRE &5 X SEWRFET | oL - I - KEEER

Impact of Biological Clock: Emergence, Regulation, and State Dynamics
F—=HFAY— 1 )\UKH M3k (REPFAULERKT). FH FE (RRKF)
Organizers: YAGITA, Kazuhiro (Kyoto Prefectural University of Medicine),

FUKADA, Yoshitaka (The University of Tokyo)

REIFRICRABRVEEDORZRL (=HETIEIZV) BBt 0RDIC. EMETNEEENLRBERE L TH o505 L)
BICHBLURER [RE] Z2H#FLTVD, iﬂzﬂZ@@iﬁﬂﬁﬂ/\@ﬁm%tﬁtﬁéﬁ%aHé’f:ﬁr’(fﬁ%ﬁfﬁ TORAESEICER
DXFETBICEERSBVADY ZRD, EEFFEEJODW@AH%%?F%&: L COBBRET. #cRfimD SBAREHC K 2EMDMR
EHIE] HXO REER] O FHBEERICOWVTER L.

Time is not the substance but the invisible concept. However, biological organisms exactly utilize the time information
through the circadian clock to control and maintain the state of biological functions. Circadian clock not only provides day-
night changes of physiology but also regulates orderly reactions of homeo-dynamics in the living organisms. Therefore,
impairment or immature circadian clock often leads to unstable or inappropriate physiological processes, and even
pathological consequences. In this session, we would like to introduce and discuss about the impact of circadian clock upon
the "state dynamics" and its biological implications.

2AW-12 Ch 12 9:00-11:30

RIFERBEICHT DB &€ DOWARICKDERFEDOD) FER
Molecular basis of disease development triggered by environmental exposure

F—=HFAY¥— T8 FE (EILPAMELZ—). kF EF EFRERERKXS)
Organizers: TAKESHIMA, Hideyuki (National Cancer Center Research Institute),
SATO, Noriko (Tokyo Medical and Dental University)

AR ERLBNERRERB T LEERRNOESEZTFATEAZEH ST TLELTWD., LH L. RERROBERSD
RECIEZFOHIAADIEEIBE . BEDI AT LADBBEADIEDTYT ) I - TES J LOZECPHEBAOMZER DZE{L
EEIERIT, TNODRBERBEEEICER. RETDIETHPAREDHRLABREROREIC DRI D, KTO—o> 3y
7T REEZERBED OBERBREICESD O AZREM TEIETSIET. REZERBEICEDEREREDDTA N
AL DWT DB ERD =N,
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Our body responds to various environmental stimuli by operating the homeostatic maintenance system. However, enhanced
or prolonged stimuli disrupt the regulatory mechanism, causing genomic/epigenomic alterations and changes in cellular
composition within a tissue. Such changes grow, transform, and accumulate over time, leading to developing various
diseases, such as cancers. In this workshop, we will deepen our understanding of this process by sorting molecular events
along the time axis.

2AW-13 Ch 13 9:00-11:30

ZRBTTINEHTH CREARES

Next-generation nutritional science driven by a variety of animal models
F—HFA Y- &iF —B (RRXF). BX KL (FEKXF)
Organizers: TAKAHASHI, Shin-ichiro (The University of Tokyo), MIYAMOTO, Takafumi (University of Tsukuba)
KRERIFED AT LDPBEINANEBT D L TERLZHEMRT T CThHY . TOEBEBCHKEMZHIAT DX LEaDIES)
RIBZDENICIERT S ETERETHD. AT 3 v T Tl REREHROE LIEMBBRAZIER T 5 /2O ORIl
PEBFERICINA. RERICEKDED VAT LOFEMA D ZALICET E2ERMOMREZHRABBYTET LD OMHHTHIE
ISR RERRBEZMAOHREE ZEZBIET,
Nutrients are multifunctional molecules that are essential for the smooth operation of biological systems. As such, elucidating
their dynamics and functionality is crucial to fully understand the functional principles of life. This workshop aims to provide
attendees with an expansive view of animal models in nutritional science as a solid foundation for the next generation of
research in this field. This will be accomplished by surveying the latest findings on mechanisms of nutrient regulation in living

systems, and technologies and experimental techniques that can lend insights into nutrient pathways and other complex
information networks.

2AW-14 Ch 14 9:00-11:30
BIROLER - RERMAEDREE DD

Current perspectives on hibernation and torpor in mammals

F—=HFAY— U0 RX (LBEXE). #I XEEE GRLFHZERT)
Organizers: YAMAGUCH], Yoshifumi (Hokkaido University), SUNAGAWA, Genshiro (RIKEN)

HEIEOHICIF. REBOESPEOMBICREONIRIC. BEEZHY M DI ETERAR - BFRRBREERY. BE
IRIF—ZEHNTDIETREVYIETERE TCHILER - KRETO2HDOHND, LD LZORFREEIIRIETAEHICE
FNTWD, KT—72a3vTTE NLAAEZ— VA, IXUADEZER. BLOXYTADKREDOD FHEEMEICEHS
MAEZERNNDSBEZ. LR - AREEDIEREROIVIKIC DN TR Lz0,

Torpor is an adaptive strategy for cutting thermogenesis off, which allows animals to persist in cold environments with
seasonal or unpredictable decreases in food availability. During hibernation, a seasonal and drastic form of torpor, small-
bodied mammalian hibernators undergo multiple cycles of normothermic periodic arousal and multiday hypothermic deep
torpor characterized by the profound suppression of metabolism, body temperature, heart rate, food intake, and locomotive
activity. However, little is known about mechanisms that enable hibernation and torpor in mammals. The aim of this
symposium is to bring the latest knowledge of hibernation and torpor together into a broad audience.

2AW-15 Ch 15 9:00-11:30

ERRFEKEZREET A IEFF OO A O —

Diverse functions embedded in "ubiquitin code”
H#E : WFWEAE FET//O0O-PRIEFF 2 -7A0F717
Co-hosted by: Ubiquitin New Frontier Driven by Chemo-technologies
F—=HFAY— Rl K& (KBRHILKE). &iF BE (BIEXF)
Organizers: OIKAWA, Daisuke (Osaka City University), TAKAHASHI, Hirotaka (Ehime University)
BYNTBEDIEFF AT BHENVBOTOT 7Y —LRBEOHEST. T2 NYA N= AR T FIVEERE
EX AR E I T 2 EREMDERLRERBREN TH D, AT—7> 3 v I TR BEOFEEREL THEAHMICT
EXFUMRZEDDIEFMREDIER L. IEFFUEMOBELZRE (AEFF>O—N) PRIET D LFREIEHEE
ICDWT, ZORFEBRD SEIBHEE. TREOBEERFETLIERLEL,
Ubiquitination is a crucial post-translational modification in all eukaryotic cells, which regulates numerous cellular functions,
such as proteasomal degradation, endocytosis, DNA repair, and signal transduction. In this workshop, young researchers
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will introduce recent advances in the diversity and biology of protein ubiquitination, so-called "ubiquitin code’, from the
viewpoint of molecular basis, physiological functions, and disease relevance.

2AW-16 Ch 16 9:00-11:30

WIS S IV OB RRRICER T 5% LVWEBRAEDRS | {L2EE & OMEMR
Advances of zinc signal study by integration of zinc biology and chemistry

F—=HFAY— 1 ZEA KE BEXIEXFE). #F XA (REPXH)
Organizers: FUKADA, Toshiyuki (Tokushima Bunri University), KAMBE, Taiho (Kyoto University)

BINFEDHITFICKBRUAMEBTRO—DOTHY . TOERMEER NSV AR—X—PEOTND, B b T AR—
R—%NTHIIAFE. BT TFIE L TEERMIEEEOHIEICES L TW\5. BFEESHTE L CEERERREYMFR
FMESDEATYO THES N (http://iszb2019.com). BATIHIREFIDIFH/ZICEBMAR SN/ EHFEL T, BBia
PELZEBRRZMRAT 2 [EREWZE] PEANTIEZED TS, AT—U >3 v 7 TR BRI T FILOE SR
BIEBOIOHIC. LZ] OMRBEDLSFHIICBALLEFMRE L. BREREYMFEE JOBAERRELERMAS
DEBEXN=BEEBIC, BT T FTILOBRHRFORECEAEZBOEEICET DM BMRFEORFEICDOVTER
T2, EHIC. BRI FILOFEBICED CRIEMERICET H2HEIBRERA T, SEROMINT T FIMABEDE 5455
REICET 2EMBBRA EROMEILZBIET .

Zinc is an essential trace element for life. Its homeostasis is regulated by zinc transporters, and zinc ion via transporters plays
in many cellular events as signaling factor, called "Zinc signal”. In this workshop, we at first will introduce the activities of
International Society for Zinc Biology (ISZB) and Japanese Society of Zinc Nutritional Therapy (JZNT), then address recent
findings of method development and drug discovery with new comers from chemistry field, together with senior members
of ISZB and JZNT. We will also discuss and share the future goals of "Zinc biology" as an emerging life science research field.

2AW-17 Ch 17 9:00-11:30

HEMDTFEDZORY) ET T A/ —>3a >y - DUA—=F R

Phase Separation Wonderland and the End of "Classical" Molecular Biology
=AY - H R (RREIUAUEMKFE). 0# & (FEXF)
Organizers: MORI, Eiichiro (Nara Medical University), MATSUURA, Akira (Chiba University)
WE, B -BEDBEEN LI2R N B RNA R EOHRRESKEDTEZA0. TOEEEDP S EIERFEGERT
TENTWWD, LPL. TNORELBENOMESFICETEEMCEEETO>TVND, KT 3V T TR BRRAERE
DHESHOEFMRAEZRE DA, IEROT7 7O—F CHRMENTXENENERZEERS D TFOL DM MES
DERTH—MICIRAET CETHIVHRPN A D FEMFOMBEZERm L /2L,
Lines of evidence have accumulated that modes of subcellular assembly of macromolecules, mediated through liquid-liquid
phase separation, are relevant to diverse physiological regulations. However, previous studies were a kind of phenomenology,
sorely describing the event in each particular case. In this workshop, we will discuss the new phase of molecular biology,
provided by the integrated view of biological processes driven by phase separation.

2AW-18 Ch 18 9:00-11:30

TO7AVHRAT 7 R—E OB EER E LIZRIEADRH

Drug development targeting protein phosphatases based on the molecular function
F—=HFAY— 1 KB (LOXE). FE F8B GFrRKFE)
Organizers: OHAMA, Takashi (Yamaguchi University ), CHUMAN, Yoshiro (Niigata University)
A INGEORHR ) VA [ZIZT RN TOEREREHET 2EZLIRBENH CHY . TORODPAZRDE L
ZRBEROREICEDLD. U VEBIE. UVBICERY T —TEER) VBUEBRAA T 72 —FICKY XA F I v IICH
WENTWBD. RAT 7 X —EMRIIFREFERBOEM S REDPRRTENTE o AT—0 23 v T TEH. BDHF
TEEBTAHR - BEFORAT 7 X—EMRAEDEHE L. SabOMFEIRMOEND SRS DICKR DR AT 7 2—E DI/
RIREECRIEIZERE UL CORBEMIC DWW TR ERT L e & L 720\,
Proteins phosphorylation controls almost all biological processes, and the abnormal regulation is involved in various diseases
including cancer. Phosphorylation is dynamically regulated by both kinases and phosphatases, however, the functions of
phosphatases are less understood, partly because of their complex regulation. In this workshop, we will introduce novel
function of phosphatases and discuss future prospects of drug development targeting phosphatases through the cross-
disciplinary approaches.
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2PW-01 Ch 01 15:30-18:00

ERREBIBA A D RNA A 2 /N EHIET—IL K " DRBICE T

Where are we headed next to deciphering RNA-binding protein regulatory world
F—HFA Y- KA FR (RPXE). Bk BE (RBPXF)
Organizers: TAKEUCHI, Akihide (Kyoto University), ITO, Takahiro (Kyoto University)
HF. RNAFEE 2 NV EDPFDER BB TFRIBFIEHEE P, €OREDHE HEREPEORATHS JEITEEDES
TW%. RNAREER /N EIE 1,500 IEOERBGAFRZA L TH Y. B4 DERERTE KOTHBO 2K G DOIEREIL
BEMHICN— NILOBSVMRADITE THD. RABRBFAFEE/NYIITT2 REAVWT, 7OYF VEE. REBE. Eix
FHIR., SOICEROMREDMEPHEEZ 7 O—/NLICHET S RNAKEE R NV EOMRICHKE L TWAMRELEDT
TO—FD5. SERNAKEE X /NTEHIET —IL NOEEDPEFMICEDET DD ERR LI,
RNA-binding proteins (RBPs) consist huge family > 1500 molecules and recent studies are revealing significant roles of RBPs
in gene expression machinery. In this workshop, we will introduce how experts are challenging to understand functionality of
RBPs in regulating gene expression, chromatin structure, phase separation, transcription, or cellular differentiation & functions,
leading to future direction to decipher RNA-binding protein regulatory world.

2PW-02 Ch 02 15:30-18:00

T A A — A —EEDE AT BRI R DREH

- #&&% &£ 5740\ Intrinsically Disordered Region (IDR) & >/ BDHFEWZ -

Elucidation of divergent biological programs generated by disordered regions

"Intrinsically Disordered Region (IDR)", non-structured protein in molecular biological investigations

F—=HFAY—: Bl B (BEERKE). #4 Bz (ERERERE 52— - EREMERFR)
Organizers: KUROKAWA, Riki (Saitama Medical University),

SHIINA, Nobuyuki (ExCELLS, National Institute for Basic Biology)
IDRIE RNAEER VNNV BEET LRI VNV EBICREINMESHZHE L (aillkEZFIHT 5, IDRICERED
HhBdEFELUREZIBL, RREMERRVEREDEIDRZFRLED. URIBEDEI N, S, IDR e
AlEERBREFED O TOBE - WEEBEEMFZ EDFEDED S BEELANILOREEFEE CHEEMZDRRD S
BREL. IDROURZICDOWTHEm LU,
IDR, found in divergent proteins like RNA-binding proteins, induces phase separation and regulates higher cellular functions.
Mutations in IDR induce diseases. Eukaryotes utilize IDR for their functions differing from prokaryotes, but take a risk. Then, we
analyze IDR for its evolution and functions at the cellular and individual levels from points of views of bioinformatics, structural
and molecular biology, embryology and neurobiology, with discussion of the risk.

2PW-04 Ch 04 15:30-18:00

THERREBOERD VO F > OKDICENZDORIRICILDP D EZBIELT
Ladies and more ladies; unite like chromatin for forefront of biology

F—=AFAY— ik fiF (RRAZF). FH Bid (RRKXZF)
Organizers: KANOH, Junko (The University of Tokyo), OKADA, Yuki (The University of Tokyo)

AN F MR, EimD SRIKISAE CIRAVVMRIBTZ2ET 5 —K MLV NEETHY . 2L ORTEMRAEIHEL
TWd, LD L. WEZBEORREFETEIEEDPDPBRVDOPRIRTHD, KT—0 3 v TTlE. BFLNIVERDS
BAROEREEEERTE TRIAS . DORIEOMEARZ. BHF Pl XS HAMICELRAERAREVDBLEVHEAD L
HRAREDRBNT D, FHTE/ XTLFAYV—LPED T, 7ATF . Mk, BEEZERTSDEDIC. BARORZMEMR
KEDF VU T NADSHEREZLEET D Z oDIFICLEN, HAll. FEICBFREL. 2L DFLOEMEERFL TS,
Chromatin research has becoming a big trend encompassing a wide range of research fields from theoretical biology to
clinical application. However, despite the fact that there must be many female researchers working in these fields, there are
not many opportunities to hear their research at conferences at present. In this workshop, we will introduce a wide range of
forefront research talks; from single molecule to higher-order brain function in mammals, presented by a variety of female
researchers from young Pl to world-renowned directors. We hope it will be an opportunity for young female researchers to
develop their career path and establish research networks just like nucleosomes chaining together to form chromatin, nuclei,
and life. Please join us regardless of your gender and age.
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2PW-05 Ch 05 15:30-18:00

MRAVATEES AT LELTDT /) LA ML AICEEE
Understanding the Genome Stress Response as a Cellular Risk Management System

F—AFrAY¥— &8 Ea (REPKAF). RE L (RRKXF)

Organizers: FURUYA, Kanji (Kyoto University), IIDA, Tetsushi (The University of Tokyo)

RN TR - 2> /NNTBEMPEBALDODRBRENEE LED I E TEENREMEPHREIN VS, EdEB2E
ELTRZE. BERMRIED SHNRIRICED L THRO TEXREEDPITONTVSED TR TESD. JOLE@mESHER
BICEZS DNABRBEOBD Y IFEANEMONTOARWN, KTU—0 >3y 7T EaEEhfl] - DNA BEREREWND &
BABRDODMEEEZ—ZICEDDZ é:'( BRABREARNEaEE & DNABBISE ORI OEEZMERY AV EEY
ATLELTERL. TOERBEEORISBECEENRIIL—ILZRE L0,

Cellular activities are constantly maintained through the interplay between the different metabolic system. As a whole cellular
system, we can speculate that various interplay exists in both microscopic and macroscopic environment. But it is not well
understood that what sort of the interplay between this constant cellular activities and unexpected events such as genome
DNA damages. At this workshop, we gather the researchers who study from either constant cellular activities field or from
DNA damage response field. And we will try to understand the cellular risk management system from the interplay between
various basic cellular activities and DNA damages, and will find out a universal rule that underlies in different interplays.

2PW-06 Ch 06 15:30-18:00
BIEEIEE FERET / LBAIBROEMIC LD b MREBMFT O EEH

High-precision genome sequences of nonhuman primates and the application to human disease modeling

F—HFAY— KB ER (HEERKF). AG M GRLEMIEHN)
Organizers: EMA, Masatsugu (Shiga University of Medical Science), KAWAI, Jun (RIKEN)
HEYTAREDIToEETIEE MNERZBIRTZXROVEFNPENL. KWV MIEWET LB THDIEE NEREICK
THRREDPEEOTVD, LAL. ENPYTADT / LARIEFRRY) . INETICARSNTOWEY—EEY MPh =
74*}“71/0)7“/ LEFICIEERISRES N TORWVEDDED Dz, KT—0 >3y 7Tl SEIRICUU—AENhed
BEOY—ELY NEKXODZIATIDT / LARFNEREZER Lt MEEMEDH LUVRNUICDWT, FICH®RT / A
EFEBETINZFRDITHENA L0,
Nonhuman primates (NHPs) are expected to phenocopy human diseases more faithfully than rodents, because they share
highly similar anatomical and physiological features. However, genomic sequences of NHPs have been poorly assembled,
resulting in hampering human disease modeling with NHPs. In this workshop, we present recent efforts on high-precision
genome sequences for marmoset and cynomolgus monkey, and the application to human disease modeling with iPSCs and
genetically modified NHPs.

2PW-07 Ch 07 15:30-18:00

p53 family, isoforms and ubiquitination in development, inflammation, hypoxia and cancer

F—7474 ¥ — : CANDEIAS, Marco (R#KZF / National Health Institute Portusgal).
AKX EEF (EXAAMEL> Z—)

Organizers: CANDEIAS, Marco (Kyoto University / National Health Institute Portugal),

OHKI, Rieko (National Cancer Center Japan)
p53 family members and isoforms share roles in development, inflammation, hypoxia and cancer, as observed in studies using
human cell lines and tissues, mouse models and fish models. How these roles are shared exactly is not clear. Interestingly,
many of these phenomena are regulated by ubiquitination, which controls p53 proteins' stability, cellular localization and
function. Here, world experts in these fields will gather and make efforts to understand (and explain) these recent processes
of p53 biology.

2PW-08 Ch 08 15:30-18:00
T LRI WD ICEISECE(RES T DD ?
How does genome reorganization drive adaptive evolution?

F=HFAY— ELKR TBF (WMXE). GH T (PAFRESR)
Organizers: SASAKI, Eriko (Kyushu University), HIROTA, Toru (Japanese Foundation for Cancer Research)

EYDOEBBERORBFERD T/ LlE. FEADEEPHESZ. FICIIMEYREOETRERL. @RBEZRE LD
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SERBEAZEIT Xz, LDL. INDDT /) LABRIED ED KD ICHRERNADRIERERBROFEIROAE 2 H VAR
DoBERBIRZZ. EMOEICED > TEZODICDOVWTIEEREMEDRONTWND, KT—T> 3 v 7T, #lifawe
EFRZEY) E<BREPERRICPOVTEELRBERIVE S . €OEGHEBRERDAFREL T/ LEHIPEM. SREEDE
LEDRADLWICDOWTER L. SKIERLANILDT /) LBREDHED EDOENIC DN TIERZRD D .

How is genome reorganization involved in environmental adaptation under natural selection? Although drastic changes of
genome structure such as chromosomal fusion and polyploidization have been implicated in the evolution of living systems,
the evolutionary processes and the molecular mechanisms supporting the drastic genomic changes remain unclear. To
address this, in this workshop, we discuss the latest topics about genome reorganization underlying adaptive evolution.

2PW-11 Ch 11 15:30-18:00

FINAXZAI 25— 3> EMEDOEEYR
Organelle communication and neuronal homeostasis

F—HFA4Y¥— AR EF (BHEMIAS). #lF 8% (Johns Hopkins University)
Organizers: SHIRANE, Michiko (Nagoya City University), SESAKI, Hiromi (Johns Hopkins University)

HRAFILHRXZDEEEDORLIE. FIAITHRERDO LD BRRUCED D, BLDFIH T IdEEMER (MCSs) 2/
LTEREMEMERLTEY . ZORBEDFIESNTOSHPIHARITEZ. MCSs (E. BREENEPHIL ST LA 7 FRE®
FIHRZTEREE NS /HREAEEEICEAD . Atzwv i a> Tk, MCSs OERA L AR ZEHESFIEHICOVWTRIOMR
R L RIS ER R OERIEEIC DOV TERT 5.

Defects in organelle homeostasis leads to several diseases, such as neurological disorders. Organelles do not function
independently but rather communicate with the ER network through membrane contact sites (MCSs), which are involved in
intracellular functions such as lipid transport, calcium ion regulation, and organelle dynamics. In this session, we discuss the
latest findings on MCSs and organelle dynamics focusing on the underlying mechanisms for neuronal homeostasis.

2PW-12 Ch 12 15:30-18:00

AT I DINA A B —DIRT B ERE IR RO C B

Accelerating life sciences and drug discovery through whole-animal chemical biology
F—HFAY— BT FX (AUBEXSFE). B £ GECFARER)
Organizers: SONOSHITA, Masahiro (Hokkaido University), DODO, Kosuke (RIKEN)
. EEMEHEREECEREERE OBRADNEA TS, LY L. BELNILTOZENS OMFEOEEERFKEE. LEY
DEVFRECRERE. SLWEEREDPEEERY . WEEXRZREZFTORMDPESINTOD, ZOWRRZITHT L,
BARZIECOHETHHRIFMREREL T I DN FAD—MEDFIESN TS, AETIERTOMERROHEF
BL. BREDRROEBRICET DY —IILHEKERENDODREZZ® L0,
Recent studies made remarkable progress in life sciences such as elucidating the process of pathogenesis of various
diseases such as cancers and neurodegenerative disorders. However, drug development that contributes to prevention
and/or treatment for the diseases remains still challenging due to emerging toxicity and other problems despite extensive
efforts. This workshop aims to advance the field by sharing and discussing the latest achievements made by cutting-edge
researchers working with novel whole animal/plant disease models combined with chemical biology.

2PW-13 Ch 13 15:30-18:00

ZPEE7 70— F THREIMAH T RER DAL

Elucidating nutrient functions using multilevel approaches
F—HFAY—: BEF FERA (BEAKXZE). 8H FE (R#BMAILKZF)
Organizers: HINO, Shinjiro (Kumamoto University), KAMEI, Yasutomi (Kyoto Prefectural University)
KRERIF. IXINF—RELT. FLEHHEOMBE LT BEEMFFICRIIR TH D, E. REZRDHAT (HED - #H#)
IR CREBXIEHARE) ISR TEBOREEZRIET D EADOMPYDDHD, KT—U> 3y TTIE. REZDORILP®
22T RERICEDBEHECIHARMERES L CLEBOMEMRREHE L. REFHEDO2HEIES.
Nutrients serve as energy sources and body constituents, thereby contributing to homeostasis. Recent studies have revealed
new functions of nutrients in specific tissues and under particular conditions (i.e., disease or aging). In this workshop, we will

share research progress on different aspects of nutrient science including absorption, sensing, transcriptional regulation and
cell modulation.
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2PW-14 Ch 14 15:30-18:00

BEHEREZEDDF AN ZALOER. BRMEDSRET 225 HaREEA DXL

New molecular insights into the mechanism of failure of complex organs, exemplified by the kidney
F—HFAY— Bl K (FIIXZE). AX BEF (HRERKF)
Organizers: NISHIYAMA, Akira (Kagawa University), KUME, Shinji (Shiga University of Medical Science)
[HERDEEX D ZALIGEHTHY) . FREABRT 77 R—DIEAED TREZTM L TVDH. REWRBEEEHESN
TWARW, FTHBEIE 20 LEOHRED OSBRI SNSIERICEMLHEGZTHY . 2L OBERKRICHT H2RAREIIFEL
7L ZHICKH UBABRERIE. 22 LI TERR CHSBRROREMHBERIEL T\, ATU—7>3 v ITRE.
Bz REXT 2EMHEROBEEX N ZALBRICTL. FHTLORID STV ATEFOMRZENT DI EICEKY . thiFEE
TOMEIGRICDR TS,
No definitive treatment method exists for organ damage owing to the complexity of organ failure and the presence of a
multitude of factors in its pathology. Among the affected organs, the kidney is a complex organ composed of more than 20
different types of cells, and there is no fundamental treatment for many kidney diseases. Due to this, the Japanese Society of
Nephrology has tasked their entire organization with the aim of elucidating the molecular pathophysiology of kidney disease,
a disease affecting the nation. In this workshop, we will introduce young researchers' work showcasing new molecular
insights into the mechanism of failure of complex organs, exemplified by the kidney, leading to the application of the
research findings to other organs.

2PW-16 Ch 16 15:30-18:00
ARE DR - HEEHERRED S L OMREIE T

From the vascular formation and the mechanism of functional maintenance to new role
7% BXAMEEVEZS

Sponsored by: The Japanese Vascular Biology and Medicine Organization

F—HFrM¥— . 50 HE (RRERERKS). Bt #— (BBAXXE)
Organizers: YOSHIDA, Masayuki (Tokyo Medical and Dental University), OIKE, Yuichi (Kumamoto University)

MEP 2V /INBREFRSEITRY O CHENIEIE. ERKECEREZHET T 2/2OIFERICEERRBE CHD, TD
7z, IREHEEDOIEHEIL. DMBER - PA - RBRER - £EBERICLLIEMELRERLABRTEZSIZTRI L. 25ICK
BEREAXA—=DEF5Z2%, COXDICREIFERICENWTEEREEZRZLTOBICHEDLT . ZORMPHRIEELRE
AN TOARVRDPEZELE D TS, FLAEETIHEH. MGE EBICRERED BT T EPRESNTHY .. 2170 —
ACBITBMEDRENCDOVWTEEEINTWD, ZDT—0 >3y 7T IREDEMZIC DN TRITOBETEM Z B E L
JEMRERRZ BT L. MEMEDOIOED ORDFMREE T, ERZBA/EHLBHER/DBE LIz,

The vasculatures expanding in whole body is an essential organ to maintain various biological function and homeostasis.
Therefore, the dysfunction of vasculatures leads to lethal disease such as cardiovascular disease, cancers, immune disease.
However, it remains unknown in the mechanisms of vasculatures formation and homeostasis. In this workshop, we introduce
the study of biology of vasculatures using the novel technology and hope that we can get an active discussion from everyone
for this discussion topic.

2PW-17 Ch17 15:30-18:00
[ILR] OBE - BES

Redefinition and reconsideration of "virus"

F—HFAY— kB £ RRXF). Rl & RBKXF)
Organizers: SATO, Kei (The University of Tokyo), NAKAGAWA, So (Tokai University)

FES. B OOFT A NARTRT VA IARKICHEREIND . FBEBET I ADFITHPHFHHBE R O>TNS. HEH
BBRIYEIS. ERESO [#FHRr AR IR (SDGs)] (CHEWNTH. 2080 FXTICHR - I NEAEDREDV &
DELTRESNTWS., SESFLBRETAIINADPMENTWSH . AFEL L. FIFEICEI) LA L ARGHEIFRA
BOHTHY . TANAEDBRBIFINDASEHMNTOSEDERDND, A, WREELTOVAIALRERY. &
T/ LSHEAAEN. BEIC [WEL] LIETAMIVADTFET S, bIVARY Y ZEDETAINAERERONSTL
AV NEC BT/ LOWFRZEED. BERBIL XY MPEEGFEDODE L THIET S, INOSOMREIE. HIKFEE
DOREET. VAIAEBEDPEMMBBBLZHT TE el e, ELTEDBBIEINDSEHNTWS ZEDIEATH
%. BFEEZGCET2WRERE. DOVEBEEICELLEZILAY MRE VAN ARESESELREBRZRFD, V1L AEET]
BODP? FHEHETAINAEEADIZDITFET HDHD? KT—0723v 7 TR SEIFRABERFDOTVAILADS
2ENVEBEL. ThZEBEERT 5.
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We human beings suffer from a global problem, "pandemic" of emerging/re-emerging viruses, such as 2019-nCoV and
Ebola viruses. The problem caused by emerging/re-emerging viruses is considered a concern of "Sustainable Development
Goals" by United Nations. There are a variety of pathogenic viruses, however, the only virus infection that we could succeed
to eradicate is smallpox virus infection. In other words, the other viruses cannot be eradicated and will keep circulating and
pathogenic in the world. In contrast to such pathogenic viruses, we now know some viruses are integrated and endogenized
in our genome. Viral elements including transposons occupy almost half of our genome, and some of them function as
transcriptional elements or genes themselves. Altogether, these insights indicate that viruses and their hosts have co-evolved
from the birth of the earth, and will do in the future.Namely, "virus" has various faces - as a pathogen spreading in the hosts
and as an element assimilated the hosts. What is "virus"? Why does "virus" exist? In this workshop, we reconsider the multiple
behaviors of the virus and redefine it.

2PW-18 Ch 18 15:30-18:00

MEOYIBRMEICE > TEDD . ADEBERKLS
The architectural style of the body depending on the physical properties of the materials

F—=HFrAH¥— BHR MF (KRXAZ). il BF (REBKE)
Organizers: KURODA, Junpei (Osaka University), FUNAYAMA, Noriko (Kyoto University)

ReBTHmE. M8 (AR LA #%8) ICAZEIDT. BELEDEDLD. LR MROYIENMEEICEKTT S
PoTHd. RzEDMRICE2TH. BBERLTHS. EE - SFEOHIEE. #REZOHOTIEARL #MESNOYIER
M REEDIN T L. UD. AT—FT 2. FFURE) ICE>THIBFEEINTEY . Z0O [l . ThHOHEMZESPD
THALITEDICKVARELZPOTH D, Aty >a>TlE. HEREROEAZ., & LTOMENY N Y I RAIZEL
ZETRATLL A, HLWEERKROD Y 7128 720,

When building a house, the construction method changes depending on materials (timber, brick, steel frame) selected.
This is because the method of construction depends on the physical properties of the material and also applies to the cells
that make up the body. The rigidity of bodies and organs is maintained not by cells themselves but by extracellular physical
materials (calcium carbonate, silica, collagen, chitin, etc.) and the "shape" is determined by how these materials are assembled.
In this session, we will discuss new morphogenesis logic that can be seen by replacing the main subject of morphogenesis in
the extracellular matrix as a material.

®£3HB12RA4H (&)

3AW-02 Ch 02 9:00-11:30

HEEAR 1000 (TE) 7/ LAOHETES. [#iE+E b HEFDOFR. €L THiEE LTOEDA

Bacterial population genomics: impacts of thousands of (epi)genomes within a species on analysis of the
microbiome-human ecosystem

F—HF41H¥— : CAMARGO, Maria Constanza (National Cancer Institute, NIH).
Mk —= (RRKE / BEMKT / BEMRKFERKE)
Organizers: CAMARGO, Maria Constanza (National Cancer Institute, NIH),
KOBAYASHI, Ichizo (The University of Tokyo / Kyorin University / SOKENDAI)

EhEE TeE N/ LAEFOMBEMES / LAERFOBEHROMEN S R2DHER - FRZRTHD | EWDRAD. £
WICA >IN N &6 LDDHB. B, FLTEDEKDICLT. COHREERDERTEDOD ?BFIRBERET DD
DIREDT ) L TET ) LB T HERT /) LAERFIET. INSOMEIC. ERVUREBDPADHEICDOVTES.
EET7OY T NBBEDPELOTVWAHT. I TOFEEIL. 7/ LERIE. EFET/ L#IE. GWAS. AKX IO
B, AFIMEREZHSCHFENER. TE7 /L - STOELKICES.

A human body is an ecosystem made of cells with human genome and an equal number of cells with bacterial genomes.
Why and how can the bacteria-human symbiosis persist? Why and how does it sometimes lead to diseases? The population
genomic methods comparing hundreds of genomes to relate a specific function to molecules are now applied to genomes
of each bacterial species. With the population (epi)Jgenomic approach, we address these questions for H. pylori and gastric
(stomach) cancer. For this, several international projects are now going on. The topics here include genome phylogeny,
genome geography, GWAS (genome-wide association study), protein structure micro-evolution, molecular evolution theory
involving methylated bases, and epigenome micro-evolution.
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3AW-03 Ch 03 9:00-11:30

TAO7F IV AEERET DT — EZN—ADEC EEDRIEMBADERTHYER

Evolution of proteomics-based databases and their cross-sectional use in life science research
F—=AFAY— /A KL (BEAKXFE). #EH EZFf (PAMESR)
Organizers: ARAKI, Norie (Kumamoto University), UEDA, Koji (Japanese Foundation for Cancer Research)
BHR T O7 F — AR OESRICE > T KRERZ /XU EORREBENZ S TEEHEBRAERPTEL SN
TWo, oz )V—AELTERL. ZBETANEEDRRICEDDIEED FROHL EERMEADIGAD. B
FOEE EBICRRICATBEE R D TE . K= 3y TTIREBREMICRONBIND X /NVET—2~N—X (DB)
Uniprot ME%E (EBI/EMBL) 5 Z DM ETER. XINUZU > L THFREED S5O T —RBFEMEFBIIEXRLL
TWBHATOT#— L DBjPOST ORFEEISA. & KOBRBRE O / LPx Y N —UFLED DB & DRARENT
PIERTRYRERIC KD EBRIEMIEOAERBN L. MO DFRERLEICOWVTERT Do
Advances in innovative proteomics technologies have produced a large scale of global information of protein structure and
function worldwide. Utilizing them as resources, extraction of important molecules related to biological phenomena and
application to the basic research have become possible with the evolution of bioinformatics. This workshop introduces the
evolution and utilization of Uniprot which is the most widely used protein database in the world by the developer (EMBL/EBI),
and the development and application of Japan Proteome DB: jPOST. Integration analysis with various databases such as post-
translational modification, genome, network and their cross-sectional utilization will be also introduced.

3AW-05 Ch 05 9:00-11:30
FRIERTBR AR D E AT R DIEE S E L —T DEEC D FER

Neural progenitor cells produce brain structure and evolution-their functions and molecular basis

F—=HFA4 V- BF FANF (EiLHE# - RERMARE L 2—). IR 5F (R EEREEIRTHERE)
Organizers: ARIMURA, Nariko (National Center of Neurology and Psychiatry),
KAWAUCHI, Takeshi (Foundation for Biomedical Research and Innovation at Kobe)

BUDFRAEICIE. DPEORERTERERD A TERBMEMREEART IEDPRETH S, TF. JOMREHTEREROAH
OIREEALD. T EERTE R MOEL T DR THDIEDALDICE > TEE, RT—U >3y T 1HFHIERHER®
AR DT RRE AL CIERERTEL. BRREREHT L COSMEENEL L T RREERENT DR DFERICD
WCERL. MEREROFECEICOVWTIEERERD D,

The development of the brain requires that a limited number of neural progenitor cells (NPCs) produce a great number of
neurons with a large diversity. Recently, the metabolism and morphological changes of NPCs have been reported to be keys
to "fate determination" and "evolution of the brain". In this workshop, researchers analyzing the function of NPCs and neurons
in terms of morphological change, functional evolution and fate determination, will gather to discuss new molecular bases of
neurogenesis for deepening our understanding of brain development and evolution.

3AW-06 Ch 06 9:00-11:30
DFEWEEMA AR OEARIRIE

Principles of morphogenesis beyond molecular biology

F—=HFAH¥— K EZLTF (KBRXZ). ki #i (£RKF)
Organizers: INAKI, Mikiko (Osaka University), SATO, Makoto (Kanazawa University)

EYOMBBPENEENT DML, BEFRECOFERAIERLT TR NEMEBICK > TERRTEEZRNT .
ART—023 v TTE SEIFREMBLIEENDY T MY E—ZR ZATAXA=I20TA(707 /1A 31
L—> 3 VERMBMEREL T, SRERVELROBEBORRBICHT, KT—0> 3y /ICKUHZRIATRL—2 3>
PEEN. EEMICEITDREOEEEZHRRT 2 EHFTE D,

Tissues and their constituent cells are shaped not only by gene expression and molecular interactions, but also by physical
mechanisms. In this workshop, we try to elucidate the mechanism of morphogenesis using the latest technologies such as
live imaging, microdevices, and simulations using various species and soft matters. This workshop is expected to create new
collaborations that solve real problems of morphogenesis.
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3AW-07 Ch 07 9:00-11:30
EHEZ EFMRRZOBE TY U ih S REEMZOHMER

The New Era of Developmental Biology Opening with the Cooperation of Embryology and Stem Cell Science
F—AFAY¥— 8 B (RPXF). #H £ (FRFERIFRTKFERKXE)
Organizers: IKEYA, Makoto (Kyoto University), SASAI, Noriaki (Nara Institute of Science and Technology)
ES#iReZiaH & T 2 [# ] (X T OB RMEDL SIEFRN AV TWD D DB MU Z IEHICIERF T 5720121,
REEMZENRREDPANRIRTH D, Wic. Hiifaz > K <HBTBHIEICKY. in vivo DEERRTIFE L Do /eREIRIE
FHAOMDICT DI EDRRRICKE Dz KT—20 >3y 7T, SEIELBHMATCRTRMREZ BV /=REREORR., /-
WEREEDFIHREZBOERRRIZEOME ZHOIC. RIFOMEZHRT .
The stem cells have recently been spotlighted because of their usefulness, but developmental biological knowledge is
indispensable for accurately understanding their properties and the mode of differentiation. Conversely, successful use of
stem cells has made it possible to clarify the principles of development that were difficult in in vivo experimental systems. In
this workshop, we will discuss the latest findings by focusing on the elucidation of the principles of development using stem
cells or research on stem cell science using developmental biological findings.

3AW-08 Ch 08 9:00-11:30
AL ASESES T FIAREDHHT

A new frontier in stress-responsive signal transduction
F—=HFAY— 8K X8 (KBRMILKXFE). PH £ (LOKXZFH)
Organizers: TOKUNAGA, Fuminori (Osaka City University), NAKAI, Akira (Yamaguchi University)
FRIEFRABANARERZZ T THY . B ITFHIVEZN L CELFRBEZHH TSI TEERERS 2585,
e TOWREF. PA. BERBER. MREMRELRELDERICEAST S, AT—023avTTE B a vy,
BBEEANLAL MAP FF—+H. NF- k BREANLARENS 7 FIVRECGEFIEOMPEEE. XUZOWEDE
STERRICEATARIMOMBEBNTHEEBIS. T TIUREMRROERICOVNVTER L7720\,
Living organisms are constantly subjected to various stress invasions. They must maintain homeostasis by controlling gene
expression through signal transduction pathways. Moreover, the failure of the system involves multiple disorders. In this
workshop, we will introduce the latest knowledges on the cellular mechanisms and disorders induced by stress-responsive
signal transduction and transcriptional pathways, such as heat shock, osmotic stress, MAP kinase, and NF-kB, and discuss the
current trends in signal transduction research.

3AW-11 Ch 11 9:00-11:30

LEMICELD RNA 7O > JHlEN LREOER EHIE

Pathogenic defect and chemical manipulation of RNA processing
F—HFAY— K BE (RBKXZF). FEA KW (BEILKXF)
Organizers: AJIRO, Masahiko (Kyoto University), KAIDA, Daisuke (University of Toyama)
BEEZEMCHEVTRNA 7Ot JI3EEFRROBE E TO7 A —LOZHREERD /20O DT RILEDRRTH
V. ZOBRETELDRERRICERYED, KT~ 3y JTIHRRERS—T IR - N FA > TAXTA A
FRID S/ ONBIRW RNA AT 4 2> J ERBICED D HBHMEP. B2 FEMZRAOWTRNA 7O > I %
FHT DI ETHEONEEINRZIZRZMBMAL. BNA 7O JEN LIEREBIBRD S{CEMHIHE TEZRT Do
RNA processing is a fundamental biological step to create proteomic diversity in higher eukaryotes, and its defect is
associated with various pathological consequences. This workshop spotlights novel insights on RNA processing, discovered
through next generation sequencing, bioinformatic approaches, and its manipulation by small molecule compounds, aiming
a comprehensive discussion for RNA processing from pathogenesis to chemical regulation.

3AW-12 Ch 12 9:00-11:30
EZ5DVWERDFOEDF
Biology of soft biomolecules

F—HFAH— lLF Bih (AEBEXT). )l E— (ALBEKXE)
Organizers: YAMAZAKI, Tomohiro (Hokkaido University), NAKAGAWA, Shinichi (Hokkaido University)

ARRICIERERILAEEEE EDRAEM R /NI EP INCRNA BREDEFDPFHIRZFELTEY . 2HOBVDFH
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HEER THNENLBE OO BERREICK O TIZ— I REREREERIELTWDZEPRELDICRYDDH D, KT—7
a3 v T TR 2RICESD CIABEZRSRVBRAZMIRZ > /N BEOKEEP. INCRNABERIPHEDIEZRI L
CIEEREERZ TR T D58 &7 DAEIRKEEIC DWWV TERTY .

Increasing amount of evidence indicates the prevalence of intrinsically disordered proteins and IncRNAs in living organisms,
which exhibit unique functional properties via multivalent molecular interactions with moderate specificity. In this workshop,
we discuss the functions of "super-disordered proteins" entirely consisting of disordered regions, as well as phase-separated
non-membranous cellular bodies built on INcRNAs.

3AW-13 Ch 13 9:00-11:30
R & HIE T DMRRIEE | RO FYIERIBENES TS U T

Extracellular rigidity directs cell behaviors: from physico-molecular mechanism for rigidity sensing to biochemical
signaling for cellular responses
F—HF4Y—: FH BB (ZHEXF). HO BR (KRKXZF)
Organizers: HIRATA, Hiroaki (Nagoya University), DEGUCHI, Shinji (Osaka University)
RSNRIED [REX] (X, 4717 - 1808 - M - &8 - PR 2 2 CHBROEAKEDHKIRZRET 2FERFO—D2Thb.
LU, [BE] EWVDELAETADBWYEEZMBRDPEMT 5 A D ZALIFIFIEKRERTHY . [FEX] EOWDADD
SHEREREREINE R D S T FIIBRBROTHLERINP LN, KT—0 3 v T TR [BE] OB - [SEHEICDOVWTOR
FIRDMRZHB L. TORERBICMIS/REZERT Do
Rigidity of extracellular environments is one of the dominant factors that direct cell behaviors. However, the physico-
molecular mechanism and signaling pathways for cells to detect and respond to the intangible physical quantity 'rigidity’
remain largely unclear. In this workshop, we share cutting-edge studies tackling these questions, and discuss what remains to
be solved for depicting an entire picture of the rigidity-dependent regulation of cell functions.

3AW-14 Ch 14 9:00-11:30

BB AT LAOERR - BE - ZMC - EEROMEIBEADHE
Challenge to the integrative understanding of morphogenesis, regeneration, aging, and diseases in musculoskeletal
system

F—HFA Y- Fth 8 (GEXFE). LEF BF (RRBEREFEER > X —HKF)
Organizers: KIKUCHI, Yutaka (Hiroshima University), UEZUMI, Akiyoshi (Tokyo Metropolitan Institute of Gerontology)

BB (EICERE - B - 85% - 805K 1d. AMRICBTERADHEE ChH Y. EHROXF - AARECHEBORE -
AURDEEGZRDBEERBE ChHD. LDPLAERDPS. EER> AT LOHRERK G4 - ) - BEBRELD. Z1L - &
BADEREIRLETDTRAEN, KT—T> 3y 7T BEBROBE - B85 - E - WiRICBEITL2RFOMEERBNT S
EICRY . EBER AT LORENRIEREBIET .

Musculoskeletal system, mainly composed of skeletal muscle, tendon, ligament, and bone, is the largest organ in the human
body, and is critical for supporting body, protecting internal organs and tissues, and controlling movement. However, our
understanding of the morphogenesis, regeneration, aging, and disease processes of the musculoskeletal system is still
insufficient. In our workshop, we aim at the integrative understanding of the musculoskeletal system by introducing the latest
research on musculoskeletal components.

3AW-15 Ch 15 9:00-11:30
BUAEICE T DREHEK - JONYTF Y - KBE

Chromosome/chromatin/nuclear dynamics in sexual reproduction
F—HFAY— AR E—B (BEXKXF). 17)Il B (UC Davis)
Organizers: ISHIGURO, Kei-ichiro (Kumamoto University), NAMEKAWA, Satoshi (UC Davis)
BEHATEICEET HDIRA BT —NZBMETDEBE - &% - VAOXF UMROABICOVWTRERE LUOERZITD. BRI
BHAETBICHDPOSEEEYT. £BAFEE. JOVFUEEGE. HREIHRREDBLEVATFICELDPDMEERRET D,
EIEREFEE. BBOH. Mo, S DRARELREBEUHEBICEET 2MATH AN S, TRETHMEEINTUE
ENBFOMKREZILS —ZICRT 252 RHET 5.
Sexual reproduction accompanies specific changes in chromosome, chromatin, and nuclear dynamics over broad range
of species. In this workshop, we will discuss on chromosome/chromatin/nuclear dynamics from different aspects of sexual
reproduction, such as germ cell differentiation, meiosis, sex determination, and fertilization.
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3AW-16 Ch 16 9:00-11:30

T/ REGRF  EDOSEENEGTFHEAL T Eantkee
De nono genes: Biological functions created by newborn genes

F—HFAY—FE REA (ALK, W et (RLKE)
Organizers: MORIYA, Hisao (Okayama University), MAKINO, Takashi (Tohoku University)

WMIEBEEFIE. BIFOEGFOEECBRMLICHORETHERFEAONCE /., LY LEF. IEI— NEED SHE
LizEZEALND [T/ KREET] DRAEFKREINTWD, THIC. 7/ REBEEFHIEZFE DT LEEREGT CThHD
ZEDPDDBICONIENMNITRTFENTCBEF CEDERREEZIED EVWDERD/NTEA LDER L DDOH D, AT —
723y TTE. T/ RBETFOMELAZRL T EENLEDVOT /) REGCTFHAROSHEZEZEZ L,

It has long been thought that new genes are evolved from pre-existing genes through duplication or rearrangement.
However, recently genes newly created from non-coding genomic regions, i.e. "de novo genes', are successively reported.
Moreover, as the importance of de novo genes used to characterize each species has been recognized, the paradigm that
evolutionally-conserved genes only perform important functions is changing. In this workshop, we will introduce emerging
studies about de novo genes, and discuss the future of the newborn de novo gene research.

3AW-17 Ch 17 9:00-11:30
ZMFE D5 RIRH - RE - EABEOMEEER

Intestinal environment regulates circuit in aging, nutrients, and immune defense

#E : BFERELES
Co-hosted by: Japan Society for Biomedical Gerontology
F—=HFA Y= Al & (BiARFEERMAEEL5—). BK EZE (BiARFERMARE L 5—)
Organizers: MARUYAMA, Mitsuo (National Center for Geriatrics and Gerontology),

SHIMIZU, Takahiko (National Center for Geriatrics and Gerontology)
BRIREF. ERLUARECPBEAMRE. FEBEAOZKRMEICKVRABRREDTEAIND., IBE. FOLRRREIRE
WURZZ T TR, BRAERICRREINDERBHOALE ST ZACNBHEERRBICORZFETDHIEDPDI > TESE,
RD—02 3y TTlE. BAERZESEOREDOK T, BAND MY 757 —ICHFEREES. &RFOMAMRZHEMNL
7z0Y
Various environments are formed in the intestine depending on nutrients ingested, intestinal bacteria, and host diversity. In
recent years, it has been found that such various environments have a great effect not only on nutrient absorption but also on
immune defense represented by innate immunity as well as on aging and age-related diseases. In this workshop, we would
like to have the top runners from Japan and world give lectures and introduce the latest research findings. This workshop will
be co-hosted with the Japan Society for Biomedical Gerontology.

3AW-18 Ch 18 9:00-11:30

AR DNA OES & SBEHRFORFATHRAE
Frontiers of nucleoid DNA replication and quality control

F—HF4Y— %k MF (Umea University). Kl f (hMXE)
Organizers: KASHO, Kazutoshi (Umea University), KATAYAMA, Tsutomu (Kyushu University)

BIFHEP 7 —F 7EEEDNA. EREVOAINAXTT ) LlF. KINDOEEHNENTHHERBIE E O\ D ELAFE
ZHTDH, INSRIOYFUBED LD LBEBEREEMOST. I - — IV RBKRABES FNICE DT/ LOE—#
ERBOHMEHBERITL TS, —AT.INBICDOVWT BHRAEMEDEREBA L HBRIBOBERICIEE D TULRL,
ARD—0 >3y T TRIBLEVENEICE T DRTIHMBZHEEL . RIREHERFOREICES.

Closed circular form of DNA is an evolutionally conserved nature in bacterial/archaeal genomes and eukaryotic organelle
genomes. These circular DNAs form unique 'nucleoid' structure rather than super-dense eukaryotic 'chromatin’ structure,
which underlie genome replication and maintenance systems. In this workshop, we are eager to summarize current
knowledge on various species to understand the common mechanism of circular genome maintenance.
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3AW-19 Ch 19 9:00-11:30

CHRERDF T CRAMRE - il - EFDOLEE SRR
Understanding of health and disease in cell, tissue, and organ systems based on cytoskeletal dynamics

F—=AFA Y= )IINBF (FEXFE). &F X#E (RRRIXF)
Organizers: KAWAUCH], Keiko (Konan University),
YOSHINO, Daisuke (Tokyo University of Agriculture and Technology)

HRBEDFOXA 7 I v I REEZNIE. MREOMERES. F/2> 77 VRERRCHRR/NGEE O DR ICEET
HBd. LPL. "WD - EIT - EOKDIC” BRI FOEADZHRAEHMPIDICE CHERE DRETICFHEZ RIFT DM
DOWTRREICTRALBRDP LN, KT—0 >3y TTR. MRSERDFORED. Mg - 8% - BE0Od 505 REDIRRE
ZHIMTT B /2OICERETHY . FEEDENBRORRICEES TR BEANERATEDODICDONT. RHMOMFK
ReHBEL. FRI D

Cytoskeleton dynamics possess a close connection with not only cell morphology and motility, but also molecular signal
cascades and organelle functions. However, we have an incomplete understanding of when, where, and how the cytoskeletal
molecules regulate multiple cellular functions. In this workshop, we will introduce and discuss cutting-edge studies regarding
the link between cytoskeletal dynamics, health, and disease at all levels including cells, tissues, and organ systems.

3PW-01 Ch 01 15:30-18:00

2389 RNA €22 L —3 3 VIS KSR E G Enibaf) i
Cell Fate Conversion by innovative RNA modulation
F—HFA Y- #5K BAR (MRUBILIEHKZE). BK - (RREHMERKE)

Organizers: SUZUKI, Kentaro (Wakayama Medical University),
MATSUMOTO, Masahito (Tokyo Medical and Dental University)

FEME. RRE. 2RREOEEIE. MREOEDGIRERADIENTED. RNA AROERICK ) EMIRRICH T DL
BRIEEEDPAOMICHEY . RNANA A OY —RBIRBEEADIGCROHAFEINTVS, KAT—I >3 v 7id. RNAZF—T7—
NICOEEFHEIR. g, K3, i) 7075327 BEEROSRRD D " MaDEaiBsH " ICDOVTEZARIC
ek L. SO SICH F CHRMMBEMA DR EEZSD25E L),

Recent development of RNA technologies has uncovered a variety of molecular insights and functions in biology and onset
of human diseases. This workshop focuses upon RNA modulation resulting in cell fate conversion including organogenesis,
metabolic function, reprogramming, and therapies of human diseases. We will share recent progresses of the research on Cell
Fate Conversion by RNA modulation.

3PW-02 Ch 02 15:30-18:00

>3 a NI ERBWEERIKME - M AL—23F LU T —FORRERE
Facilitating the use of Drosophila in clinical and translational biomedical research

F—HF4Y¥—: UK Eth (Baylor College of Medicine). Z#k #BBt (ELBEF MR
Organizers: YAMAMOTO, Shinya (Baylor College of Medicine), SAITO, Kuniaki (National Institute of Genetics)

FAOTaUIIVNIRESDSERLRT - BESF - BRY - $EHNFZCVOLERMFENBFTET LB E L THASN
TP EETERNIZE NOBRKMRICERE - BENICAVWSHAD HRAFTITONTWDS . A=TIHENIZRFDD
2 - RAKH - HEREOY I ELTHRLTOWAMRES EEBIC. a3 aNTIORKMERICE T 2&E.
SICSEBUODICLTBRARRE ETIVEHAREO ISR — 3 > EEA - BENICHETZ 2D EER L0,

The fruit fly, Drosophila melanogaster, has been used as a classic model organism in the fields of genetics, developmental
biology, immunology and neuroscience. In recent years and in many countries, there are increasing number of researchers
that are starting to use flies for clinical and translational research. In this workshop, we will introduce the role of Drosophila
researchers in biomedical research, and further discuss how we can facilitate the collaborations between clinicians and model
organism researchers nationally as well as internationally to promote interdisciplinary research programs on a global scale.
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3PW-03 Ch 03 15:30-18:00

AMED-CREST/PRIME [ Xh ./ /NA 7 | #R5EFIFEERE
[BEEIR N ICBEE T DA N/ 2T FINDOLBRERANDHE |
AMED-CREST/PRIME [Mechanobiology]

[Challenges to unravel mechano-signals for muscle weakness]

3% : EXWRRAREABRERMFFRREE
Sponsored by: AMED

F—HFAY— ki BZ FHERKT). R #Z GREBXF)

Organizers: SATO, Takahiko (Fujita Health University), HARA, Yuji (Kyoto University)
BEHIEEEOEEICRPEROVAREADMEZETH Y . BLORIBIICE L TET2ENLRIEREZRT D, FRAKRE
ICE > THERREDOHEEOHERTHELDZEDMON TS, Btz /AR TIE. NECESHNER
EICEDHRBEDPFRBELR D TETVD, INSDIRABRERICET T REXTICASDICE D /HtkseE T 2355]
THHMA N ZALX, B COHRICHRRECHMREANRED EQO KD ICHFWRIFERERM L. IEETHDOMNICDONT
MRERDDZETEEIGRICORITDMRERBN L. EORgetZiERmT .

Although skeletal muscle is the largest organ in the body and highly organized tissue designed to produce force for various
movement, it has been known that the loss of skeletal muscle mass causes by immobility, aging, malnutrition, injuries or
diseases, and leads to muscle weakness and causes disability problems. To tackle these problems, we would like to introduce
novel mechanisms to induce muscular atrophies and mechano-signals, focusing on myogenic cell membranes or subcellular
organelle, and discuss their possibilities for further treatment of muscular atrophy in our workshop.

3PW-04 Ch 04 15:30-18:00
RNEARTEILRIRED ? ZLRLHRABEWD OB EFELHEE

Molecular basis underlying organismal aging

F—HFAH— = BF (BBEAKFE). G2 KX (KBRKXZE / #E5XF)
Organizers: MIURA, Kyoko (Kumamoto University), ISHITANI, Tohru (Osaka University / Gunma University)

EMEEITREZNT D20D? FRERTEDOERIGAEROD ?HLFFILITX T 1 EPREFTOHHFK L. #EDEHEM
THAD. TOEFIRERSSATRETHd/z. EIAPFEFEORABETIVEMZE S JEEEFEMERICINA T, NEHT /X
AIPE—AAAF VT4 v 2aBREDHERETINDOEE, £ NOBRFECREFWHIAZHRE LIZETH LA I U AfE
MICKY ., 2B THB., FLEEBOEARZ(DOEHEADBONICRYDDH D, KT—0> 3 7T EFEELH
BORMDERZBNT HEEDHIC. BIUMEBORRICOWTERLEZU,

Why do organisms age? Is it possible to realize eternal youth? Even today, these questions remain unclear. However, recent
advances in genetics using several animal models, the emergence of new aging research models such as naked mole-
rats and turquoise killifish, and cutting-edge omics for supercentenarians and long-lived trees have gradually revealed the
common or species-specific molecular basis underlying organismal aging. In this workshop, we will introduce the latest
findings in this field and discuss the future of aging research.

3PW-05 Ch 05 15:30-18:00
SRODFEDZ THERZDMERLSNICTHDN?

Recent advances in molecular and cellular neuroscience

F—=HFA Y- R N RRXF). TA FH (RRKXF)
Organizers: KISHI, Yusuke (The University of Tokyo), TAKEUCHI, Haruki (The University of Tokyo)

RUHREEDIRRE I A ANEDORWRDBFETH D, SHODFEDNZEIF. MEFEEDLIORBBNUTEET SHEEZ [HF]
EVODBEEZAVTERRTHZEICHILTVSEDD., BEBMTENT S =1 —O>OESHPREEOES/RIZOIRAZICIE
EO2TVWAEW, KT—72 3y 7TR 2FHRERZORFO MEY JZBNT 2 EHIC. [SBRODFEYFZ THERIE
DEZEROMICTDDON? | ICDWTEER L0,

A major goal of neuroscience research is to understand how the brain works. Over the past decades, molecular neuroscience
has greatly contributed to characterizing developmental events that occur on the timescale of days. However at the moment,
we are still far from molecularly understanding principles of neuronal actions, such as changes in membrane potential and
neuronal firing, that occur on the millisecond to second timescale. In this workshop, we would like to introduce current
topics in molecular neuroscience and discuss what molecular and cellular neuroscience can offer to further understand brain
functions.
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3PW-06 Ch 06 15:30-18:00

REOMER FEHR D&

Cutting edge of current "perivascular cells"
F—=AFAY¥— UK HE (BUXFE). X B (BHEXF)
Organizers: YAMAMOTO, Seiji (University of Toyama), ENOMOTO, Atsushi (Nagoya University)
MERFEMAE. FIAIEX) YA NP nBEREERHES MR G, IERFEZRIEMNESHME L. MEBEOF@EMEH P m
TERHEBICEHESTHIEPMON. TLBHEBMERE L TIBEDIEPTREINTWVDS, LELAEDS. TDXDHHEEEIC
BLT. ML NIUDFLANLTOFEEX D ZXLEKBERATHS. AT—0> 3y 7T BECMEREMBEOR TR
MEZBIT L. L<HMFHEHET URERT G ZRMA L0,
It has been known that "perivascular cells', e.g. pericytes and perivascular fibroblasts, reside abluminal surface of blood vessels
and are considered to contribute to vascular permeability and blood flow regulation, and have been suggested as tissue
stem cells. However, the cellular and molecular mechanisms with respect to such functions are not fully uncovered yet. In
this workshop, based on the current findings utilizing state of the art methods and models, we discuss the significance of
perivascular cells.

3PW-07 Ch 07 15:30-18:00
IRIAVRUT - EREDEORINT / LOZFIESMITHEE S

The extranuclear organelle genomes: the mysterious diversity in their replication, maintenance and genetic
organization
F—=HFAY— RN BE (WMKXZFE). BER 58 (REKXF)
Organizers: YASUKAWA, Takehiro (Kyushu University), NISHIMURA, Yoshiki (Kyoto University)
NIV RUPPERESREDT / LD, b [T/ L] 1F WINWBHREICECERZEE. EREDOT
KGR G EEMEEN DRI THEBET D. #5T/ LD DNA EE - #FEBIIROTEZETHY .. &L NILO RNA %=
HPICEATWEY . BBDT /) LEXZEZRITTW YT, &INT ) LOTFEFRREBEDP S HEERDOD ? AR WS T,
COEBZERBWNESY - IBHEVNORZBA THBENMICERTSIET. EMDIRETHDT /) LDIBRZRD D,
Mitochondria and chloroplast contain their own genomes. These "extranuclear genomes" have their origins in bacteria and
encode genes critical for respiration or photosynthesis. Their replication mechanisms and maintenance are peculiarly diverse,
with intriguing features including the high levels of ribonucleotide incorporation and unique genomic evolution. In this
workshop, we will challenge to decipher the mysterious diversity of extranuclear genomes across eukaryotic kingdoms and
to gain a deeper understanding of the genome.

3PW-08 Ch 08 15:30-18:00

ME L FORCEEER OB (M S 7=k 7 70—F
Integrative approaches to understand biological links between brain aging and age-related diseases

F—HFMY¥—: BA BF k). FA A (German Center for Neurodegenerative Diseases)
Organizers: KATADA, Sayako (Kyushu University), TODA, Tomohisa (German Center for Neurodegenerative Diseases)

RMZEAISPTEE M - RAMEREE T . PILYNAN—RED AT ERD, INOMEsHEBROZ IIMEETHY . ZRF
MEERICERT2EEXAOND, KTU—07>3 v 7 TR 2FHBELNUDSEELNILETOLEEHN T 70—F 2R
WBZET. Z - MEERBICHEWELDTES / A - #if/NERE - 8 - TE L NILOR(LEHERIIER Dal A &R
Nl MR EEEREREMFN) > IICEALCERLIL.

Brain aging is by far the most critical risk factor not only for cognitive decline but also for age-related neurological diseases
such as Alzheimer's disease (AD). However biological links between brain aging and AD are still unclear due to the complexity
of brain aging. In this workshop, we will introduce novel studies to understand brain aging and AD using multi-scale
approaches and discuss about possible biological links in between.
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3PW-09 Ch 09 15:30-18:00
R ZIE D ~ BB 7 70— FIC K DM OB IR ~

Reconstruction of the nucleus - Hierarchical understanding of the functional nucleus by reconstitutional
approaches -
F—=HFAY— 8R CFE (RRKF). LWk —Kk GERKFH)
Organizers: KURUMIZAKA, Hitoshi (The University of Tokyo), YAMAGATA, Kazuo (Kindai University)
HANZ ML RELTAD XV LF—L (ROLTZERTS) 7O2T 7 MPERL TVS, KZBRT 22 TDOER
PEFTERELED. BEENAKRZ ANANICBBET D IENTERERD. KRT—72 3y T TIRIDKDBEKRKE RIE
AT ¥Ialb—>3ar invitro G - FHAAATIRBRR ERLABFZZANTC XTLFY L 7OYF >
Pz B L&D ETHE—MOMAEEED T, MOMBEBEIC DOV THERLEZL,
The "4D Nucleome" project is evolving as a global trend. Once all the elements that make up the nucleus are understood, a
functional nucleus can be reconstructed artificially. In this workshop, with a view to this future, researchers who are trying to
reconstitute nucleosomes, chromatin, and cell nuclei using various methods such as simulation, in vitro synthesis, artificial
nuclei in living cells will be gathered to discuss the construction of nuclear functions.

3PW-10 Ch 10 15:30-18:00

DU UNEIERERDBRE T JTO—FICK MRS /N2 F « —DIE#E
Toward understanding cellular diversity by single cell analyses and interdisciplinary approaches

H#ME : FMAEMARE [HRHE TN —2 T 1 —DHRSHIERA L B ]
Co-hosted by: Integrated analysis and regulation of cellular diversity

F—HFAY— g I8—B (RIKXF). F E—B (RRKXFE)

Organizers: NAKAJIMA, Yuichiro (Tohoku University), NAKATO, Ryuichiro (The University of Tokyo)

SRR OHEB R T ZRGMBERD SBREND MRS LA N7« —] ZHKT2IETEEEZO/NA N
W T 25D, TOMREITEROREICDRD D, HEERICE TAEMLMREE R Y NT—07 OMERRRRICIE. 1 i
LN TOFRMPED S A F I A% U BRMTFRIC K > Tz 27 7O —F DR BETH D, KTJ—o> 3wy
TTIE 2TV IV, BERL. MRERERENT. 33T V7. IZMFEE VS A TRENAFATHla4
REAN=2T74—DEBEZEIE L TWARVIAICDWNT., REME CHRZIBDEFMEEDENT 5.

Tissues and organs in vivo are composed of diverse cell populations or "cellular diversity", which enables the robust
maintenance of homeostasis, and upon its disruption, leads to diseases. To understand cellular diversity, it is essential to
establish interdisciplinary approaches that investigate molecular and cellular dynamics at singe cell level as well as validate
functions by constitutive methods. In this workshop, young researchers will introduce recent progresses in our understanding
of cellular diversity by integrating single-cell analysis, tissue-clearing, cell lineage analysis, mathematical modeling and
engineering approaches.

3PW-11 Ch 11 15:30-18:00

Notch 7 FIHmEDHE < Fap DILFE A
How does Notch signaling design the life?

F—=HFAY— 1l EF (KBRXF). T 8% (KBRXF)
Organizers: YAMAKAWA, Tomoko (Osaka University), SHIMOJO, Hiromi (Osaka University)

Notch > 7 FIURER S ZMPABME TRFSNTE Y. REPEEEOHRICEVWTERREEZI1F/z9. £/, Notch
O FTIMEELH SOLMBTERAFBZZTTEY . ZOFEEBOWRIISETIETRERDZEERD, KT—7
av TR EFRER770-FZ2RNT. WAIZLTNoteh I HIUREPEHRRZIHNC > FO—ILLTWSD
=BT 5. 100 FER#EL V2 Notch T FILARE D S#D 100 FRICDOWT. &Fam L7zl

The Notch signaling pathway is evolutionarily conserved among multicellular organisms and plays important roles in
development and homeostasis maintenance. There are also various mechanisms to regulate Notch signaling in each tissue
and disruption of these regulatory networks can trigger a variety of diseases. In this workshop, we will introduce how Notch
signaling ingenuously controls life using various approaches. We would further like to discuss the next 100 years of Notch
signaling research, which has lasted 100 years.
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3PW-12 Ch 12 15:30-18:00
FERA N LA 2B E B DM E IR

Cellular strategies to overcome stressful conditions -from gene expression to protein function-

F—HFAY— sl fE (RRERERIKE). Al BT (RRXF)

Organizers: NAKAYAMA, Koh (Tokyo Medical and Dental University), KATAOKA, Naoyuki (The University of Tokyo)
AWM. BB -ORE - ®REBEZEFLOHELz. SESFRRERFORMLICEEMICSSEINTOVD, BREORMLIFAN A
ELTHERL. ilBRDOY AT LZIRET5D. MEIEINICHIL T, EEEEZHIS I EEZMAD. <DIC. TR
BEBABTEHIET. ARRICB T DRAREEREORE 21T o> CWVD, AT—0 3V T T BERFERPORXY
INTBRBEOFIHET. ZEETANV AT OMPEADD FAHZXLZMML T, FOMENRIEREDHEIT,
Organisms are constantly exposed to environmental changes such as oxygen, temperature, or nutrients. These environmental
cues induce cellular stress response, which is critical to maintain homeostasis under the stressful conditions. Furthermore,
cells utilize such environment to alter its physiological state. In this workshop, we will aim to comprehensively understand the
cellular stress response system by broadly overviewing the cellular machinery from gene expression to protein function.

3PW-13 Ch 13 15:30-18:00

DFEMPBOEEZ DRI XY AT LELTOEEG YT —
Motility machinery: A mesosystem to bridge single molecule and cellular level functions

F—=HFAY— NG HE (BHEKXTR). BR &BF (KBRMILKF)

Organizers: KOJIMA, Seiji (Nagoya University), FUJIWARA, lkuko (Osaka City University)

NI TUTDOEFEGYICEDIET. EMTEHT LI ETENICRE L. BUYRRENEH L TEZROTWD, EE
B B~ SU—) MEOEBIIE. BRE > /NNTEOHKEEZDFLNILTERL EF WD Z20F 0L NILEND
e REB TOAMIKEEICRITTERTEIRICHD. KT—U >3y I TR. BB~ —%, BEREDKRS [XY
AT L] ELTHRA. AFPEDKDICERTHWT. ALV, HE2VEEURERLANILOBZXICES > THOLD
ZEEm L2

Living organisms, from bacteria to animals, use motility in response to environmental change to survive. Motility machinery
is a quite attractive research subject since it mediates cell function by the ensemble actions of protein components: we
can discuss the cell level mechanism based on the insights of components at the molecular level. In this workshop, we will
consider the motility machinery as a "mesosystem"” that links distinct scales in life (molecule to cell, or even more higher level),
and discuss how molecules work in groups and achieve cell motility.

3PW-14 Ch 14 15:30-18:00

DR ZE» S | ?—badY A b—> AMERATHR

Cell nibble on another!?- Frontieres in "trogocytosis"
F—=HFAY— 1 BAH AXF (ExLRBPEMER). I X (RRKXF)
Organizers: TSUKUI, Kumiko (National Institute of Infectious Diseases), KOYAMA, Ryuta (The University of Tokyo)
hNOOYA h—REZFLEA DD ? ERMBER L ISZHRLMEERZF DN, MEPEZLEFEMBICHLOIND. &
WO BBRRBPERACREEY TRI DTS H LU, JITREEHER. S 70JUT7DP0FEMRRTEREINTE
7= trogocytosis ("trogo” [+ 1) > ¥ 7T "nibble”. »L%) ZMH THEMANICERL . TOBER. D FADZAXL, 77
JUA4 b= RAEDHERMEHERZZER L0,
Do you know "trogocytosis'? It is derived from the Greek word "trogo", which means "to nibble’, and is a cell-cell interaction
in which one cell nipping bites off another. Trogocytosis is widely observed in eukaryotes such as immune cells, microglia
and even in parasitic protozoa, and is considered to be a novel information exchange machinery. In this workshop, scientists
from different fields get together to exchange current knowledge and discuss the significance and molecular mechanisms of
trogocytosis compared to phagocytosis.
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3PW-15 Ch 15 15:30-18:00

BROZFRIZTZREE X 5 = X LD BHETAIIERR (@) T
Bridging the gap between upstream and downstream mechanisms on morphological diversification in insects

F—HFAH¥—HR BF ERAF). Kt S50 (REKE)
Organizers: TAJIRI, Reiko (The University of Tokyo), OHDE, Takahiro (Kyoto University)

EREFTRERENCZRET 2 ERARFHRESNTELD . TNODRBRICHEODZEPBEENIBEIXA N AL
AT LHEASH TR, — A TCEEMICEVTREREZER DS SDF - ML NILOEED DD > TEH. EICHS
BERENEITRATHD. KRT—0 >3y JTRERRS TROZKRATRENFHZEME LT, LREFZRERETHMED
SEENEEBICERZY TTEMRAETTZRZIGDLEDIE T, EMOF LRV RERZEALT A D ZALICDNWTRRDEE
EORVWCHIEMIERZBIET.

Upstream factors that drive morphological evolution, as well as molecular and cellular processes that directly shape or
color individual organisms, have been widely explored. However, the mechanistic links between the upstream factors
and the direct processes are largely elusive. Based on studies done at different levels, from upstream genetic regulation to
downstream morphogenesis, of the evolution and development of insect morphologies, we aim to reach an integrative
understanding of how diverse morphologies are created.

3PW-16 Ch 16 15:30-18:00

HREZ MR > INT B DIEREHIE
Functional control of light-sensitive proteins

H#{E : WRMAEMAE [SEDFHEEICEK D 2 /N7 HEIEFHIRERERITE S FREADOKH ]
Co-hosted by: Grant-in-Aid for Scientific Research on Innovative Areas "Non-equilibrium-state molecular

movies and their applications (Molecular Movies)"
F—HFAY— % =R REHULKXFE). BF 8t (RERKXZH)
Organizers: PARK, Sam-Yong (Yokohama City University), HINO, Tomoya (Tottori University)
KRS R > INT BEOIARERAM I SIEREBI LA FEEOH B ZrIEE L. MeRERREROMBICEIRL TLD, 5.
HREZM R 2 I\ B DO EEREF BPRIEADERDBFIND D, —FHTZ OFEMAICCE TR (TR0 T
Thd. KO—0723vTTlE BRABRRBRZFONESIUER >V /NVBICDNT. BEEYZCINZFEEFICLDHEE
BRI & D CICHIC KD HERERIIEEC SR OICARRICDOWVWCER L 20,
Using light-sensitive proteins to allow non-invasive control of different processes by light has helped us to understand various
life phenomena. As well as revealing new functions and accelerating drug discovery, light-sensitive proteins, chromophores
and peptides are opening up a challenging new field to understand photo-response mechanisms in detail. In this workshop,
we will discuss the reactions of light-sensitive proteins carrying various chromophores, studied by structural biology and
rapid dynamics methods.

3PW-17 Ch 17 15:30-18:00

W UED K | HlRREEEE
Let's get started! Cell Swarm Intelligence

F—=HFA Y- F5 BE (REPXFE). i BISE (RILKXE)
Organizers: HIRASHIMA, Tsuyoshi (Kyoto University), KANO, Takeshi (Tohoku University)

FHEROMBIE UIEUIE B3N] 2 2 EIC K> THENRIRD T\ ZTR T, SERMEZR/ZAVHRO T3 h] & B/
MR VERVICK > TERAE L (EELRPREZEAHTRICEWVT. BP0 [Fn] SFELLTWSD. ThzEaI3T 5 X
DZXLERL DD 2TORW, HEOAKZRSTFUPABLRE, SEIEAFNZTHRETHAREBOLEICKY . [
FREfHEE] DRIBRERAANMIT /e —SHaEH#ET,

Cells often display intelligent behaviors by swarming in our bodies. Cell swarming is analogous to animal swarming in that
higher-order functions are derived from local interactions between individuals. However, the mechanisms for the emergence
of intelligent behaviors have been unexplored. Here, we take the first step forward to understand the principles that govern
the "cell swarm intelligence" by gathering expertise from researchers studying cells, ants, and human societies.
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3PW-18 Ch 18 15:30-18:00

RO TR F—FHHOEE SR  GTPMARDERATELILE
Evolution and Diversification of Cellular Energy Homeostasis: Insight from GTP research

F—AFAY— 1 TA 8 (EXEKNREESMER) . K B (SIRNF—INRBZAFEESE)

Organizers: TAKEUCHI, Koh (National Institute of Advanced Industrial Science and Technology), NAGASE, Lisa (KEK)
2016 EOHEA GTP T2 Y —DORRIE #7272 GTP MEDEZMRLE. FDHEO GTP MEIE.GTP TXIILF—RHH.
FIHRZRMEEOONA bR AZ L CRREEBREEOHERAF & U CGER LRt zR U, MlaDEnZiRte
ZHMREMEROSRIEREEA D - ALDOEZIES GTP K. KTU—0> 3 v 7T, DBHOEEBA &K OBERR
PO, EWMEEEZREICOVWTEE—RERYERL. s BaEIC VR

Discovery of cellular GTP sensor in 2016 opened a new GTP research that now connects the GTP energy metabolism to
the robustness of organelle and cell, and even to cell-cell communications. The GTP research would unveil the evolutional
diversification of cells and high-order functions of multi cellular organisms. In this workshop, GTP as the keyword, we focus on
the integrated approaches to understand the evolution of cellular energy metabolism.

3PW-19 Ch 19 15:30-18:00

D
D

-TI/BEDPLOOMERRR
-Amino acids and the phenomenon of life

F=HFA V= A KB (BEEERL - @R - REMEFH) . =558 BF (BERXRRKE)
Organizers: KIMURA, Tomonori (National Institute of Biomedical Innovation, Health and Nutrition),
SASABE, Jumpei (Keio University)

T73I/BROZLATE D/L ROXZREARD H D, IR EOAMIBROZF. HBED L- 7 I /BREMICTHON. D-73/
BOBEIIRSTHTH Oz, DEFMOERICK) 7 I/ BROFEERNEENEIR L. D- 7 I/ BEHIEFIREEZIE
AN ERTERBEIEREZTS. £ NOKRBOREERRBCZHICHBERTHDIEPHRLDODH D, 73/ BALFE
BIREDBROVFET. L- 7 I/ BREBMOMIKESRICE DO ERREMIRRAERICHE L TW D,

Most amino acids have D- and L-enantiomers (chiral bodies). Living organisms on Earth predominantly utilize L-amino acids,
and the roles of D-amino acids have received little attention. Recent technological advancement has enabled enantiomer-
specific quantification of amino acids, and accumulating evidence are now revealing that D-amino acids have distinctive
functions in diverse physiology and play important roles in pathophysiology and diagnosis of human diseases. This workshop
embodies a magnificent world of D-amino acids.
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74—F 1
FE1HEB 12828 0K

1F-01 Ch O1 18:30-20:00 [J]

AMED-CREST/PRIME  FRZREFRIEMRN | [ TOTF AR ADIRRE EFIFRIERDRIH ]
AMED-CREST/PRIME -Understanding proteostasis and discovering innovative medical applications-

#f : EAMARAREAN BAERMARRESE (AMED)

Co-hosted by: Japan Agency for Medical Research and Development

F—=HFAY— 1 KH ME (JT EWMFEMRE). B EX WAHAMITBIEARRHERRFERL Y X —H%F)
Organizers : NAGATA, Kazuhiro (JT Biohistory Research Hall),
ENDO, Tamao (Tokyo Metropolitan Institute of Gerontology)

AMED-CREST/PRIME T&. ©# 2 FEICMRFARRE [TOT7F AR ADEREEHWERDRILE] z2RES .
AEHICEWTIE. Z2NTEDPBRSNER L THE. KERIICHBEERITHETORFEROERICE DT, MEE
MRBREDELDERICH LT, ERMAERERICORITSIEZBRELTVD, ARFEDBFS [TOTFAEY
ADERE] (ZIF. BRREIECEREREN. T4 — LTV ITBRELORVNNVERRE T, 2V /NVEREEE
BROSRDPEEN. TNOZMAITRBOREIRZIC ORI, AERERICORITS2DPEONTNDS, SRDT4—F 4
TlE. ANRFEOMEFRRRIED SRFEOBMEZBNT 2L EHIC. BET N\ YD OBEMRICET HEERME. <5
ICE—HIDEIRED 5. CNE TOMEANBRE LOAREICE T DMEABENCDOVTHENT B, INE5EBEICREEIRL
FEDERBDNEEHFLIZL,

1F-02 Ch 02 18:30-20:00 [J]

HHRRARRIBDBERFEEDREES A T A X =220
Live imaging of intracellular membrane traffic at ultrahigh-spatiotemporal resolution

#iE : BEFEIENEDZA FSEGHAAZE
Co-hosted by: NPO Integrated Imaging Research Support (IIRS)

F—HFAY—  BHE (LEXF). IIXE BBENPOZEA FREEGHMAXZE / TEXF)
Organizers : TODA, Takashi (Hiroshima University),
KAWAMOTO, Susumu (Non-Profit Organaization Integrated Research Support / Chiba University)

FoRPETET DD TFEDAICENT. BOBERFILEMD N ETICRIE L TELRENIIRE L, TLld. TOEK
PlERFENFERT 4 —T7LDHT. BLAORTF CTEEL TODTIGIMREICKDFERZNL T BEBNL TR, 5
EFFEE BBV LHhHFREBLE. 2 FHlREYT - BEFFTRERTIGOALBEMZELRM 2 RE L T, MRERRIGEIC
BIBENVERFEEDODF AN ZALEBR L TELEROMRETH D, / —NILEZEE Randy Schekman #it
RECEBEGEFZZHRELLMAREAZ— L. NEE - DL IABEXICHERIED 72 GTPase Sarl Z&R L7z, i
FIFIBCEMEAICTHEFIEMRE L L — B2 —R - £HRBRGA XA -2V TMAF—L F—LU—X—EL
T BHHOBRERER A T XYV VTBEMHBEZFEL. MRAERBEBEEROCINIHEFILHETEFINART
BEOFHM. S SICFDAAF I ALOERBRRERTRICKII L TEze AT 4 —F ATIE MRAEISBATORITHRZ «
DHEHADODAREZEICODDIPTVE T, ELTWEESFETHD.

1F-03 Ch 03 18:30-20:00 [J]

FEOOS TN ABERFEII 2 Z5—>3 >
Covid-19 and Science communication

F—HFAY— EF fMx (FRAF). &E ZN (TV-F>2R)
Organizers : SANO, Kazumi (Teikyo University), IIDA, Keisuke (Freelance)

COVID-19 OHFRARFATICHL. 2020 FDOF/Z2HE1F. HEBED O AEANEDBFREICED T, INEFTEFE2GE
SHRDOFTHRILTER, FOLOBPT. RFEIAI 225 —2 3 VFAPTELZDEZS DD, LT AZLTEED
7EAOD. URIEEADUYAT DI 17— 3> ORTlE. EFROBETHBREDPUPT UEABLETTIEFRL.
BREZFAC=ZFOBLE. RITFOTHEEADIEHROONT X, INET. @AOPOFECHRICRZEZEATE
feAFeBEDOFICIE. COVID-19ICDWTOOAI a2/ —> a vIlEmEKERR L DDH. +RICREEARVWETICERRE K
CTWEABDPRLLBWVWESD, KT7A—FALTIE. EERICCOVID-1I9D U AT a2 = avIicBbo/RBRE
EHBLEDS. COLOBRKERF., VAIEGABDIEORERERH L%, ARIAETA ANV 3> TENEEE
ATWD, BEEHAZEFEOHITEEAA. INPLADTEDZEDNBVWHEEZATWSHFICHBMLTELANIEFE
BoTWW%,
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1F-04 Ch 04 18:30-20:00 [J]

BETFUEEBRDOLLBIEORATIR
Front line of safety management of genetic modification experiments

F—HFAH—: Beh @f (GEXZ). MH HiE (BFEELXZ)
Organizers : TANAKA, Nobukazu (Hiroshima University), HATADA, Izuho (Gunma University)

BLRFRRRBOREERETOAE. BICEDORE TR FRBRAREYT / LREXRBEDEY)ICTONTVSDDE
INTWBZEERD., [EEXRFFELTFMETERZERHES (KPETTFH) | & XHBHFEE - £okE - 12X
REEBEHZE) DD KB THILEINTEZDIEFOE & CEEFURERBDPRED DORIEMICKETED LORLRX
EEToTV%. BAEMICK. ERFURERBRORELEEZEENRE LILMMESDRME. DILINFRICEFINREHOL
WEREEY C EDIBBHIEEBOAIR. HEIMOEM DR, EFHERADOEERLEICKY . FBRREICELESTEZLD
*ﬁ%@ﬂ??ﬁ/ﬁ\?%é@1ﬁ¥ﬂ&*£%§@mfi%iﬂﬁ<U@%Hj}b"& T2 TWB. KTV 4 =T LATIIELCFRERBRORLEIEIC
BIIDRPECFHRORFOMVBAERBNT 2, BRFARRBEOLZLEEICRRKH DT THNIE. ERLETEHEEMER
UlEIR

1F-05 Ch 05 18:30-20:00 [J]
RO% (FUBHAR) 7: BRIFTHRAC

The seventh insect meeting: New era of Entomology

F—HFAV— EH 5 (BAEE). E B8 (S 7M1V ARET—EN—AtE—)
Organizers : YOKOI, Kakeru (NARO), NAKAZATO, Takeru (DBCLS)

ERIFHIK EOEHED 3/4 Ll L7 . FNBICZHREEYREZRETIND, BRPFZ TEYDOMREZICKRDIZA
HZWEBDND, 20O [ROE] FEFORRMAEZDF TEELANVERPCPEH LANVWRRDIRMREZMHEL TULDAD
EEICRO>TWEE. ZEFOREMAOEAI ZAWCE > TR, BIMTRIFEROMEEIETHEKY . DT
BROVEDLREDIEAN. STEERPIFERA. BRFZDABOERZRR LIEVWALRETHD. —FH. EFO—T >
ZHEMOFEE. RNA THPT ) AREEMOFELREICE>T. BREBFEO [HHLAVEDRR] 29F - BzFLN
ITRITTDZEDTREICR Dz ETEAET —AN=XIEWTHERDT—RIIBRMIHEOTHY., IhoDT—4&
ZRB LT/ LNV TRBROENMICE L TERLZHXD publish a7z, K74 —J L@ L. BRMAKOHE
BRERDZO>DIFTERNIFENTDH S,

1F-06 Ch 06 18:30-20:00 [J]

KT 2 TOR RO ER
A New Horizon of the Expanding TOR World

F—HFAY—: BA HE FEEAKXF). H E2H CERRERKXZE)

Organizers : USHIMARU, Takashi (Shizuoka University), MAEDA, Tatsuya (Hamamatsu University School of Medicine)
TORFF—EIFRE - BERTF - AMLAICRETSHEHR (\T) R2NIJBELT. [REROA NV ZFIETHIET
MR - 1858 - 2t - B - £ FEB L TEYMO—4EZRNICHET 2. TOREEOHEHEL RFXICTENTE
e TIHEF. BPEDPSINZETL—U AN—FDFRIPMALERESINTND. AT+ —F LTl TORBHOF
B DOREE TOR ICKDHFRMEMERERREEDOHEICBS ZET. [TOR WAL ? ] ZFRVVELRL.

1F-07 Ch 07 18:30-20:00 [J]

Fa—TUVEF O LB vasohibin DEHF
Biology of tubulin-detyrosinating enzyme, Vasohibin

F—HFAY—: #5K B5h GRILXE). & 8 (GR{L2MFER
Organizers : SUZUKI, Yasuhiro (Tohoku University), FURUTANI, Yutaka (RIKEN)

Vasohibin(VASH) 7 7 I U — 3 EFHEFEE T & U TEE - BESNZD. ZOEBERIEZIRKICHAEY . BElEld
ETDRABIRREISRESEHL DTS, VASH 773 —[E VASHT1 & VASH2 O DDBEIEFHOBHEIN. ThEN
MAEAICFH LT small vasohibin binding protein (SVBP) &ENFO44 N~ —A2FA L TRE/A LBlaNNDHBEND.,
Bif. VASH-SVBP @& aF1—7 U2 CRIFEDF O VEREEZRFEMICTMT 28E (Fai—7 U VEHEFOT 1t
%) ELTRESN. BNEORRBESND—IFEAIBS ZEPBELNER DT, BE. VASH OLHAREBRIER O
ERRATARL, HRATERICHAEBREEINTVD, K74+ —T LA TRBELRBEHOMEEICLDHEEEZTL. Z2LDAHIC
VASH IR OHERS - BRI ZHM> TWe/e< ERFIC, ERAFHRZB L CVASHMROH L WEHRZEAETHEE
RBHZEZIRAFL TS,

56 MBSJ2020 Online



@iss)  The 43rd Annual Meeting of the Molecular Biology Society of Japan

1F-08 Ch 08 18:30-20:00 [J]

[E] PORITAIEEBREAENAOD—
Neo-vascular biology connecting tube

F—HFAY—: #iR B (BEKE). AFE EFE (KRXZ)

Organizers : MURAMATSU, Masashi (Kumamoto University), KIDOYA, Hiroyasu (Osaka university)
HOEODEMIBOERURTH D, BIHEDORIE BR - BYICEDETEMREDNOEARNICIE. OE-UVNE-[E -
HILE - MBERBEZHOEDIFELTCHY .. TENDPFENLRKEZRIET D IETEMBFEIAZAON TS, N
SIEEERY - TWREMICZHRAEIE. TNETNORFICTERDOMERRE SN TE LD, FOREICIFHBERADH S D TIEE
WDDPART #—Z LTl BEETDMEREDPEN. EODERE - BB TCELEZHEARRIPORET IET. 2
NETICAVN [REZEORE] 28500 L Lz, ZFRAEZRITGRYVIRIT/IZZD%EICIE. INFETOEYZF
TIERWEBRD D /22 BRIBIHD D > TWBIEA D,

1F-09 Ch 09 18:30-20:10 [E]

RNA D$# & 732 218 mFFEIRHIE O RARR [ EREER N\ DO P
Challenge to resolve mysteries in the RNA-mediated regulation of gene expression

F—HFAY— 5l B EHERKZ). XF K5 (BHEXF)

Organizers : MAYEDA, Akila (Fujita Health University), OHNO, Kinji (Nagoya University)

Various RNAs are involved in the regulation of gene expression, a fundamental mechanism of life. We invited young scientists
who are challenging to elucidate the problems still remains unsolved. It is not directly related to the medical applications,
however, history reminds us such basic studies provide the rationale of pathology leading to the innovative therapies. We ask
them to present their unpublished data, as in the frontiers of international conferences.

1F-10 Ch 10 18:30-20:00 [J]

AaBlEO T —2X—AERA 2020
Life Science Databases -introduction of NBDC funded programs

F—HFAY—: Ein 512 (RERHRRERE 1 THA IV AT-AN-2t 28—/ BR - VAT LRERET A THA LV ARG T—4N-2t > 4-)
Organizers : MINOWA, Mari (National Bioscience Database Center(NBDC), JST / Database Center for Life Science(DBCLS))

BRFEDT —REVWEPEABEICZ O THY . AHDT—EN—AZFER L. McBMREE EDMFERICT
FAIRBERICBEODTVWET, K7+ =T LTI ZEHE. 7./ A #EH. &Y. LaWREDT —AX—-ADREE - #
HED ST —EN—ADFERTEE B LET,

1F-11 Ch 11 18:30-20:15 [J]

BHATEMRE - REEYR [£R&. 7Oty 7OYF . 2L TEL] (BREEDZESEE TV 4 —T L)
A narrative of sexual reproduction based on protistology

it | BRREEDESR
Co-hosted by: Japan Society of Protistology

F—HFAY—: EH B’5h (RIEKXZF). Bl #E2 (FHMKF)
Organizers : FUKUDA, Yasuhiro (Tohoku University), ARIKAWA, Mikihiko (Kochi University)

EYPFalEpleaEREND, AfElF. BEOIE—ZEPTHEEAEE. BEFEOVORMIRMROMEEHOFY
FIHEEICKAIEND, BRI REALDT / AICECHEHREEETOT IEDNTEAIRICEVTIIERTHD D, £
D—AT. BEFHEEODME. MERDEBFOIRRK. EOHICIFIRER 1 BRZEALTOIC2 DOEBFZHLEET IR
ECEBRBAANDDDZEEERXNTEDH D, COKDBRIAANEET DHEHEEDPRALERENICE N TERICEE
ENDEVDOEERIE, [BHETBONT Ny IA] ELTEHESDOMONSHMETCH D, [FEHETED/NZ Ny 7 AL ITHT
BIEROT [FDORE] REABRERABRHRBPRAON TS, LDOLAEDDS. TOBFIIRESYCELEY L EDS
BONFEMBICEDVW HEDTHS. EREVYDOERIBO TEZBEHRTHY . ELRMIBERIDLSEAD . EREY
NELEEDHBDIIREEY) (BEEREMREOEREY ORI T, RESYPE LEY & ILELMICKE <BEND.)
THD. LEDP2T [BREED/NT Ny IA] Z&HT 57HICiE. REEHOEMEELS SOBMEBKROBRRICEE
BaIOBRINEEET | BRICEODTITAEMEBDBEROUBELEETALD. A7+ —Z LTI REEYMOEMLSE
ICDOWTAZ—=7 Ry AODLSEY TIF7eMEERR L TODIERFOMEEZRE. HRFOMEERXA TREDOB ML
TEEREMBIT LT W efe <, &I [EHEER (NHK Ty 7)) ] ¥ [EZIFEOELX (REAZAMERS) | OFETD
PRAHERLY. AHEEOERLBERICEODI@EBERIEL TV, INSZ2FE LT, BEREHIC THEEE
DINT Ry T AL ICEAT 2@MeS > 70V TCRELOERICTENEZNOTDH S,
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®L2HE12A38 (K

2F-02 Ch 02 18:30-20:30 [J]
JST XEDNS [EHEARICH T B F O G % 1 RIARKRES

Function and control of fine particles in a living body

I : SR EIR RS
Co-hosted by: Japan Science and Technology Agency

F—=HFAY¥—: hiF BHEZ GR{CZHAEFR)
Organizer : NAKANO, Akihiko (RIKEN)

EF. PM25XH—R2 T/ Fa1—TRERFHOHMT GIEEMAT) OEEFRANOTEP. TV YV —LREERK
AT SN F (RRMERMAT) OEEDEIESNTOET. 2017 F 10 BICRER L7 JST &P [EFICHT
DAL F OHEREC | TR TIE. BILFOAERBECHEEDHER. S SICEETNSOHEICEET S MIRFEDHEEIC
SOT MRFICKERESNDEDRROAENZREREICRIBATNET . SE. B 1 EARBERE LT 2017 F
EFRROSEDITMABOHFD S 6 LOMEED. TXHFTOT T LE L THRE LB FREITAERM S REPE(IC
BE5T 2MRFMERREDD ) Z<BNALET. DT [T OMARRERBAVEHD SFHE. JBIFWEEZ
FTeLblc, ROER - REANOEZEW L, BoTIBMWEZTET IOBRVAL ETFET,

2F-03 Ch 03 18:30-20:00 [J]

Big data virology: [ 7—4Bk&)] T1 I AZDRKEEFDEAD
Young scientist forum for the future of data-driven virology

F—=HFAY—: FR BT (RRKXF). AF BGH (BERZXZF)
Organizers : ITO, Jumpei (The University of Tokyo), KONO, Nobuaki (Keio University)

B> —7 Y —ICHERSN MR OB HIC K . EYFEDHEY I 7 —REFHICRALTALL,. TAILAFES
ZDRNTIER L. TV ADHERIREZ1TD Virome BT PRERIARMAED IV T F I 7 A EFRIC. KRT — 2
ICKYTAINADZHEES LORBE - ERREOBREDHEINDODODH D, LHEL. AFEHEL T, T1ILAZIC
BIBNNAFA2TART AV AKMOFBPENTND ZEFEDREN. Fow FHRIOTTA I AOHFRIRITICER
LAV ARIEBITD [T 288 ] MEOEZMIEACELDODHD. K74 —T LT TAIVARE T/ LBEYE.
BrRUOERBREZOEFH—ZICRZ L. VAN ARICE TS [T 288 ] MADKKZEZZEAD. VA IINAFZDERRZRE
ZEIBL. BMOT —ZBTEMDP NSO DREEZEDLDICHRRL D ZDDFERT HIET. VNI AMROSEDOH %
BFDPORELEL.

2F-04 Ch 04 18:30-20:30 [J]
BT - BEEERMEOFHEN ~ AMED 82 - BAEZ1 /N—=3 VElE 7Aoo A

Meeting with The Program for Technological Innovation of Regenerative Medicine (AMED)
3% : EXWRRAREABRERMFFRREE

Sponsored by: Japan Agency for Medical Research and Development
F—HFAY—: & EE (RRXF). AAZE ZE (BURBEERME L %)
Organizers : IWAMA, Atsushi (The University of Tokyo),

AKUTSU, Hidenori (National Center for Child Health and Development)

AARERMZERFEEE (AMED) Tl BEERERILR XY NT—0 70750 (8l - BEEF /N—23 VAl
7O7ZL) IZEWT. Bl - BAEZDFORRVAEAOEHMNLBEEROER CHMREZBVRIECHICET
LZEBIOAREXELTCVET. BEERITORF 2L, BAVAKRS —ADFEBEOLD. FRIPFICRSTF—T>
B TOMEDOHEZBIRL TWET ., &/c. AMBRZRIEL T BICEFMABICIDMERZISELTVET. SEIE
RE7OJSAICZELTVSEFAREOHD S, b MABEREMROMBRFE. R X SIERVRIC KB HERBE.
BERAERARERODMIERME. OHMROI O T EREE. HLA 2R TREZREHMRORE. Sr/2MHE LR
FINA/A RO TATZIVTHREND 25k 6 REDREKRZRBL T, Bl - BEEFZMROSEROH L VR P8
BICOWTERLIZVWERWET,
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2F-05 Ch 05 18:30-20:30 [J]
SIEEIRMAED U — T 2% L WVBERRIZE O D F SR EH

Skeletal muscle cell research guides novel axis of molecular biology in new health sciences
F—=HFAY— R IBF (RREIKXFE). #52 F (IXRVEKXE)
Organizers : ATOMI, Yoriko (Tokyo University of Agriculture and Technology),
ASAKURA, Atsushi (University of Minnesota Medical School)

COVID-19 /X7 v7id. HEDRROERMZERDRBH T 2R LR O/t. TEARDHNEFHIRDOLZL. AEE. T
MAGER. BR. BREODPEXRTD. INSICXHL. BEOEETERHICTAILNAN L AZMASD I ET. Hlk -
FONBEHRE LA ERICHRS. DO PRSI EDMBRESFD OO TRIEICIT 2REEZRET 5. LWED
ZTHEH TH2EERHOERMAD SRIZRICHIGL. BDORAICHLEPIRBALDRBEZZADRANEFKRSI L LD
TREBWD, K74 —T LTI BREZXAPIBEZEDES. SHRLERZPIREICT 2 MNtHE - HHOFIEI®. AABPES
UZALEDEERE [" MR - BHEH "] [CDWVWT. BRABRBED S DFBIMEEBNT D, AR—VICEHD/HDBRK
A CIER L, MDD OKY . 25 EMEMITEMT 28KEIOEE LTI LORBRBIEZEOD FEMERFREE1RET 5.
REEZIER L CORERBITLIZL,

2F-06 Ch 06 18:30-20:00 [E]

EMBO DN XAV M—Z2 0% DT THELD | e ECIRTREEE
Hands-on training by EMBO: "Manuscript Writing & Publishing Course”

F—HFAY—: ZH BF (RIPKRF). Zik #F (DPARESHAMERR)

Organizers : TADA, Masako (Toho University), SAITOH, Noriko (The Cancer Institute of JFCR)

Writing a compelling research paper is an important part of science and essential for a successful career in academia.
Scientific research ‘counts’ when it is published - typically in the form of a peer reviewed research paper, but increasingly
also in other ‘Open Science’ formats such as preprints. Quality control of research papers is important so that the research
community and public can rely and build efficiently on the research findings. It is critical to understand rules and systems
for journal publication, including the peer-review and editorial processes. In this forum, Dr. Bernd Pulverer, chief editor of
The EMBO Journal and head of Scientific Publications at EMBO Press, will provide an overview including research integrity.
Dr. Maria Polychronidou will then provide an instruction on how to write a good paper. The main target of this forum is
postdoctoral fellows and graduate students who are at relatively early stages of scientific careers. However, more senior/
established scientists are also welcomed, as they are teaching students, and also responsible for their own papers. This forum
is a part of the satellite symposium, International Symposium for Female Researchers in Chromatin Biology (ISFRCB2020).

2F-07 Ch 07 18:30-20:00 [J]

BMOBIE T A G T 2DF/eH
The key molecules to determine the structure and function in the brain

F—=HFAY— Rk B (RRMEFLAWER) . 89KF BN (EERTHESWERR)
Organizers : KUMAMOTO, Takuma (Tokyo Metropolitan Institute of Medical Science),
TSURUGIZAWA, Tomokazu (National Institute of Advanced Industrial Science and Technology)

EIBEOREERMEICEVTRHOBET L TREERET 2D FLEDPFET 2. INSDORFORRCPHEDES (SMEE
REEEZ5|ERIL. BRAEZIILHETEHZ L OBHMRERICOBRDDIEPPELPICHEOTER. LDPL. TOXHZ
ALERFAT BICIE. DFOFER - HERED [ EOFERR] I [E ORI TEULER. BHEERRICORD
DY E 4 RTNNCERT DREDH D, LD > TSR EEED FOREEER L NV TRCOIEET DICIE. R/
TR, BAVEERBICEVWTORBNIET VAZEDDIEDPERTH D, A4+ — T LTIIRHOBE CKEE L
£925DFICEBL. BL4DDFETDRRNEREEDRBEPHEOREELDOLDICEIZRIL., BRE L THEHT
BEBICORDPDOD. BEDFEETOLAOED SFHRH L.
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2F-08 Ch 08 18:30-20:00 [J]

HEEICKD X2/ BOFERRERIEN E&E
Post-translational modification of proteins by carbohydrates and diseases
#fEf: BRX M F—FES
Co-hosted by: Japanese Maillard Reaction Society
F—HFAY—: KR KF (EXKF). &8 FF (HLIEERKXZE)
Organizers : OYA-ITO, Tomoko (Shubun University),
TAKAHASHI, Motoko (Sapporo Medical University School of Medicine)

EEICKSERRIEM EREMHPIELRIS) ER 2NV EOKERIEEE > THY .. BREREHEPEEZER. 7L
F— PABREDRE - ERADZALISRSEEL TV S, BEDMZAWTOTF I 7 AR, HEHEFR. RZ%8
BITSEDOEONICAMR ZEIC, MBSEFIE. B2 /NI EOEE CHRERIE. RRERERHGR CHReLERRD SBRRIE
fiCHRmEDREEEZR L. BITPRERADEAORERZREY TFTERLLL.

2F-09 Ch 09 18:30-20:00 [J]

[T/ LDORTEMEHEREIE DMAEIC KD MRRFED S RREIEAE ]
ANVADZZERT ) LDS BHAN A BEAMLAL DNA XX =2

Genome instability: from cellular effects to diseases -How to manage genomic stress derived from replication,
transcription and DNA damage-

F—HFAY—: 5k BB (HEHEXF). HH 7 (BERERBXE)
Organizers : OGIl, Tomoo (Nagoya University), MURAI, Junko (Keio University)

RESRIDEANLADZWHOHED. BADT ) LE DNAER. RT3 —JDFE. BREGEOHERLEAL AN
LARHBENTWD. 7/ LANDANLVABRIE. T/ LRTEEMIFEBOBIEIC DOBRD . DAPENR ESHRBHRED
RREGDDT. TKEFHEEADE. ANVADERLLMRIE. RELXLLLETER. KIIGERNITELB I EHER
LW RT3 —F LTI &FDT /) LOREMMEBICONT, BRAN AL BEA ML AL DNA AX—=VEED
BRD SR L KR T AREEIC ORI,

2F-10 Ch 10 18:30-20:45 [J]

A 2 A VR DR R
New frontier for insulin study

F—HFrAH—: BN EHE RILXF). = HE (BREERRSIEMIER)
Organizers : OKUMURA, Masaki (Tohoku University), LEE, Young-Ho (Korea Basic Science Institute)

180 FODEEDHHA VA UIFZE - £ - IR - EREVOTHRABDTFICEVGEFEICRMASN & . 1~
AU O—EFIABEDES. RG. Db 1 2 A Y RRERICKD DR ERLBANY MIBESND D RIEEATY
TICBIBDFHRERISHICZENTVS., FIAIE. ARV >D IRODFE - PFAT AT « NEB DR D LG
DEBICBVWTHBETHSD. TOVAILT 1« MEEEARESAHDD 2D TOWERWRIRTHD. £ T MERSHLEFH
REEHOICA A D OREAFICDONT, (CEEK (FFH ). RMEEERTDILDDEFANT AT L (BN ). BAYE
TRELCOPE (W), D FRESESE (). KRE (#)11). MRATORSE (B) RERFENRRRD OB L.
A2 AV CHADELEZHRT Do

2F-11 Ch 11 18:30-20:00 [J]

1 > AR ZEX A BRI BEREF
Frontier informatics for in silico drug discovery

F—=HFA¥—: KEH#FE RRIFEKXP). UK —# (RRXF)
Organizers : OHUE, Masahito (Tokyo Institute of Technology), YAMAMOTO, Kazuki (The University of Tokyo)

EED Al - BHZEBEMOSREERIE. HOOIEMAETIC [FRICEDBZOMR] 2675 Lk, BIEICENTE
PISTIER < ERODERRAE IR M KIBICHINT 2 PIEED . [BHRBFEEMICHRFINTNDEIETHD. ATV 4 —
ZLEBETIE, A2 UIREICEVTERSNABEHRAE - SABEMICOVWTERTHIE2BNET 5. BAEMICIE.
REFEICHRSNDEMF B ORI TR, AREDF I 2L —2avaitBEZ2I0RATAIEICED Y — NMEaYT
Bl NSV ISAIEMTYA 2. BIRESEBERT R EERD. . BFERIOIESNS > T4 AVYA IV A (1
BH#E) OREABFADICBICOVTHEN. SERED LD BBERHMERMDPEIENFICEIM TE S 2ZRmL 0,
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2F-12 Ch 12 18:30-20:00 [J]

FRBE Rt EE e U RIE - e
Modulation of inflammation and immune responses by lipid diversity

F—HFAMH— 78 KR (BAKXT). KE FE (RRKXZ)
Organizers : KOGA, Tomoaki (Kumamoto University), TAKETOMI, Yoshitaka (The University of Tokyo)

RIE - RIBICEDHEICEDODDIERFORT, Y+ AR TEDA2BREDR/NTEICHANT, FFEEFRVKROVOHEL
SEZHRUEDBEOZICKMNBRDPZLEINTWD, UERITAEMOP EPRERED FOBRIGFHRENTADTA
Ty TDREERDFESORBMAOERICKV . [FFEOE] I[CINA. BBEDFOBEICE T2 _BHAOHPUE (w
S3XwBRE) JEIRABEORE R E MIREDEIDZHRMD EERDEEEDOHER. 2 W IIEBHEIERE T 5 Z EDHRA
ICRODERDTECWND., EITART 4 —Z LTI BBEDEORIHPEERZMIBOMEE. H25VIERIE - REEED
WREFHEICODICED DD DM LWA D ZALICDONT, BEMADE—REEIEFMREDPBNTHEEHIS. RIE -
REHEBICE THEEDEEREE KONEREICDVWTEHRT 5.

BE3HE12R4H (&)

3F-02 Ch 02 18:30-20:00 [J]

[UJABZDTY > 2020] BADRIERMZHET D1y NT—J1EE
Functional network of Japanese researchers to promote science and technology
3l - —HEEABABRARRER Y F7—27 (UJA)

Co-hosted by: United Japanese researchers Around the world

F—HFMH—: KE #HE (BEZRKE). FK itz EBREIIEXS)
Organizers : HOMMA, Kohei (Keio University), AKAGI, Tadayuki (Fukuoka Institute of Technology)

2014 FORADFEMERD SBF. LEBNBERAMKEERY MU= (UJA) & 74 —JLZEELTER. £
CTIBHNTEET 2EBARAMAEBEDS L EBNTORINOMAPHARDY A T ADRRKEHF L. KBEETD/ I
TAANY T3P TRARAMREDPHFR COEETE2EHERRY NI —IFVICONWTRER L/, /2. 2013 F
AT 2727 27— h T Z<OMREITBHEENDEKZFHF O TOEHDD, BEANDALEV AV ZR LTS IE
DALDEBZRDOTND., EHIC 2019 FEIATONLT 27— b THEEH LWVEISHIS LEMREDOH YV ADRATETY
%o KT7A =T LTI UIAZXY N =% E> THFFOMREOEAMRREEZ O THLHL. FUT— MEFHERO A
FAT, HLXANDHREZDIRERANT B/cHDEHMRET Do

3F-03 Ch 03 18:30-20:00 [J]

RIBRFEFARPHEEEZ A XA -T2 |

Environmental factors and biological defense mechanism with imaging
F—=HFA¥—: = E&% FRAF). &H TE (EEERKD)
Organizers : MIMURA, Tatsuya (Teikyo University),

YOSHIDA, Yasuhiro (University of Occupational and Environmental Health)
REZRICIFATRISEET 2. ARVGEME. (CEWEREDBNRBRTF®. v I/\T A, {L2BBYE. £/,
A=, BHE. XY NG EOBRARBRTREDKRLABRRATHIEEL. INODPEHICHERNICHET DI ET. ERAICEE
WEZEL/EZOT, RERFIFBEICRABWCEDS. RRZEETHIEDHELWEWDRFEDPHY . £MOUVRITF TH
BIENEL. BRBRPIEICETRATAIEICKY . HEREDFERIFIEIR. 7 LIILF—EIR. #HEEIRRE DKL
ERZSIERI L. FERRICEFEZSZADEDPHD. K7+ —FLTlH. RERFIPEST 52T EEH. 7L
F— - BEER. NEEER. v N\ AEER. REREREOKZDBFOEMRDS. TNENDIULEHN L. RIBERTFEAER
Bt E A A =2 LT VWK DICHEIREERZT D TE CHD.

3F-04 Ch 04 18:30-20:15 [J]
BOEWMFEESOERICAIT T~ARED S BRHEREZ &~
Introduction of the Responsible Conduct of Research

F—AFAY— Lt B (RRXF). REH EXF (FERILKXF)
Organizers : IKEGAMI, Tohru (The University of Tokyo), HARADA, Emiko (The University of Shiga Prefecture)

EiF. REBRMFTEBZHET Z/72DIC. NEXMEAAC NSA 2VEWEL. PETAICTT HMFEE - MAKREOEEZHA
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SDFTBHEEHIC. BYLBAERSEMAMBEHE DBFF2EDTE/z, TORR. NEITRICKTT HHFE - HFTHE
DIEBERE . NEBLEDOTA > NPERBEL TEee WAETIE. NEBEDOERS/ T TRARL, [EmmE] &0D
BT, AIERMFES ZHET D2RHEADPITTHON. MAEDP KVEDOBVMAZITOLODHEFRE L TEESN TS,
ART A4 —ZLTIE BEOBVMREHOREREICHT T [EOBVMAEREY] CEREDIDBRERTHMEINFHEDRDD.
MEDEERILT 2HFamE L TORETE. TLT MRATEZBLTCRASHEADIBME. ICOVWTDFEEZFEL T
W2, FRRBICEOT [HOBVWIEES] 2EET 5 L TOXRNERE - FRICORIFTLVWEELTVD,

3F-05 Ch 05 18:30-20:00 [J]

RNA &2 INUBEDERDPSHBDF A NANAFOT—
Astrobiology unraveled from crossroad between RNA and protein

#ENINS7RAbOANSFAD -t 82— - 75741 P RAK

[22INVEDRRICEDS [BBEMDINTRYIR] ORRICKDMIREFHE TOEMBERZDHE ]
Co-hosted by: NINS-Astrobiology Center Satellite Research "Solving the chicken and egg paradox regarding the

origin of protein"

F—=HFAY—: KB XN (BRAKXFE). FE T (RRAKXZF)
Organizers : KIGA, Daisuke (Wasead University), AKANUMA, Satoshi (Wasead University)
REOHIKEBICEDEDBEDOE DT, RNA DIBEESNE XV NIBEDOT I/ BRERINICERT HEEEES AT A
DAL L7EZ EFEEOVRY, ZORFIATALATIE. PoFARNVZFDIRNA E7 IV BREERBMTTRESES.
73X/ T7VIIRNA EBERDPEELREE ZHO>TWD, ZORBEDP AT ALICKOTEHIRTHD I ED. IHFEOMRE
TRENTE . ZOEXDBHIE. RNA T —IL REXRTF NOHEEWORIREMHD BRI E L THEERN, #HIKICH S 2E
EYEEHEDNEDOICTITD BRNA E7 I JBOBTI®RE 7. WD ZDOYFUFICDOVWT, FHICBITSDEDOEERE
MEWDBRICIMTZIRICIK. BLADRIBET TCX I LA F NPT I BPENLZTEEITTFELLD. EWDILFELRD
BROBZEICBR DL D, K74 —TLTIE. LEENET I T RNA ERRIGICERZHTHIET, EaPB0
DECMECHEMEICDONT. FEREOEBMEICDOWTER LU,

3F-07 Ch 07 18:30-20:00 [J]

AMED BEEERERMR XY NT—07 70756 (FRHLR) IPS #REMAEOER
Progress of the AMED Core Center for iPS Cell Research

% - EAMEMAREABXRERAAMREEE (AMED)
Sponsored by: Japan Agency for Medical Research and Development

F—HFHAY—: FZF EF (BEXEXT). B85 B5h (R#XF)

Organizers : AKAZAWA, Chihiro (Juntendo University), TAKASHIMA, Yasuhiro (Kyoto University)

AMED BEEERBINSA XY ND—7 7075 L (hiZAR) (& BRETRELABEERA IPSHBEA Ny JOEES
Bis L. OEHAR. QEEATH O, OFRAMR - FEHMOBEA. OB EDBREBTZITDO. FiX 25 FED
SOI0EBMOTOYIALTY ., HiF. 7LE. 71202 —% v halEUHELEXT 1 7 TIE. IPSHIFEA by 7 =ZEPE|
- AMAEROERDHREIN. BEROMEZRETDESHIZL DY FLATLE. EROMETIE. Z2EBEERS
iPS #ifA A~y U BLNEDER ERDFMARDO AL ST . iIPSHIRRMEOTHREZLITEIEXIELH. £mBlIFELSED
HKERICEMR CZAIMEEZBEIRL THEIUET, K7 A4 — T A TIEPRIS IPS fFRMRZERTICH T B ERAIIAZT - il DEA
ICT7 4 —=DALTHEARDORRZIEOMAE 4 2HORFTOMERREERZTHERLET.

3F-08 Ch 08 18:30-20:00 [J]

T AAREEEZ DR ST A=A - b MNERREET—XFERADELSI &EA % -
Biomedical Ethics for Japanese Genotype-phenotype database

Hg : ENMRRAREAAXEEMAREREE (AMED) BRKY / LIBHREST—IN—ABHERE
Co-hosted by: Japan Agency for Medical Research and Development (AMED)

F—=HFAY— g MA (KBRAZ) . L FE (KBRKAZ)
Organizers : KATO, Kazuto (Osaka University), YAMSAKI, Chisato (Osaka University)

HATIE 2019 FEE XK UDAYT / LAEBDAREMICIECE Y. 7/ LARE . ERD DRDDIHEEDEIRLDDH 5. £/,
M - ZRICHEOBAR T —RXDERE. INODT—R%ZT—AN—2{L LFERTAMEOEATHY . ZRICHEDRH
R - AR - =AUEEE (ELSD BIEWINTWD, T TR A —FL T [T/ LAREERZ DR ST —EN—A
E LT, EXAERREANBAREEMTRHFEEE (AMED) BRIRT ./ LABRIFEE T —AN—ABFEHBETHRIN TS,
HAANEENDY 7> hF—42~X—2 (MGeND: https://mgend.med.kyoto-u.ac.jp) R E D MEEEET — X DFER%
F—XIC. BEKYT/ LEROFERDOIRIRE . BER ELSINOXSEDREBIC DN TER LW,
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3F-09 Ch 09 18:30-20:00 [J]

£330 UIAFEBERY N0 - I—Y—JIN—TI—F1>7
Cryo-electron microscopy network user group meeting

%% : AMED-BINDS
Cooperation: AMED-BINDS

F—HFAY—: Bh RN (RIEKXF). TiE BEZ (BIRINF—IEBZMAFEHE)
Organizers : TANAKA, Yoshikazu (Tohoku University),
ADACH]I, Naruhiko (High Energy Accelerator Research Organization)

RROBEEMEMEDIRREZA DY 71 FBFEMBEBENEIET VAT L (T FEBBERY NT—7) DAEH
IOEREN. FIBEROBUVMABLRTRD Y 71 FBFBEMBRLFNBTEOAHFIDE /. KT+ —TLTIE. BERH
ICBHEN ) 1 FBFEMBEREZ S SICHRMICHB LTV ZEZBIEL. BIFOI -T2 THR< SRER
LZZWEZBXTOWBMEEY. BRADMEEL—ZICRL. 771 ABTFEBRREDOHBICE L TZHMICERT 5.

U714 FBREN R LIRMOMEHR IR DI BAICINA . BEEFO Tips ICDWTEIBHWELE. Z2<DE
BRI Y—ICEDTHRBERI—TAVIICBRBIEERF LTS,
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Roger L. Miesfeld, Megan M. McEvoy
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