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3’ mRNA-Seq ZFIR U NS FRIZHB

Comprehensive gene expression analysis using 3' mRNA-Seq
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Enabling complete transcriptome sequencing Kazusa Genome Technologies
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TEL: 03-5632-9622  E-mail: seminar@cosmobio.co.jp

https://www.cosmobio.co.jp/
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— S>> /Lt/L RNA-seq DIRFFEZ5 ! —

;878 : Pushing the limits of sensitivity of single cell RNA-seq

;&% Nathalie Bolduc,Ph.D. (Takara Bio USA, Inc.)

\reproducibility.

A 128 3A8(A)12:10-13:00 .E.EOD
215 %1525 (EAERSES 2B 204) 4
.

Limited amounts and poor quality of the sample are often a
limiting factor for NGS library preparation.

Our comprehensive NGS portfolio enables the generation of
sequencing libraries from the most limiting sample inputs and
challenging sample types, including single cells, while providing
streamlined workflows that are sensitive, reliable, and
automation-friendly.

Complementing our NGS reagents, our open-platform ICELL8
systems capture 1,000-2,000 single cells with user control over
which cells to process.

System advantages show up in data-quality metrics like
sensitivity, read efficiency, and gene diversity and enable a wide
variety of single-cell analyses requiring high sensitivity and

Clontech TakaRa cellartis
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#WeMakeDNA

New Developments in Synthetic Biology and Multi-Omics

BRENF ERIVFA IV XD ERM

[TALKS WILL BE PRESENTED IN JAPANESE]

Chromatin Integration Labeling Technology for Expanding Multi-Omics
Yasuyuki Ohkawa

Division of Transcriptomics, Medical Institute of Bioregulation, Kyushu University
IMAE  EERHEHEFHRER ~SURXIUTRIIRDHF  KIFMT

Analysis of chromatin states is regularly performed in development and disease research of multicellular
organisms. The standard method of epigenomic analysis has been chromatin immunoprecipitation followed
by sequencing (ChIP-seq) which is a powerful technique capable of unveiling protein-DNA interactions on
the whole genome. There has been a recent development of the method allowing sequencing from single
cells, which could facilitate the analysis of clinical samples as well as rare cell populations such as stem cells.
However, the single-cell ChIP protocol employs microfluidic devices and hence still requires a great number
of cells. Recently, we have established a new immunoprecipitation-free epigenomic profiling method based
OO on immunostaining named chromatin integration labeling followed by sequencing (ChlL-seq). While ChiL-seq
: was demonstrated to detect histone modifications at the single-cell level, ChiL-seq still have a potential to link
epigenome to other omics such as transcriptomics, spatial omics, and high-throughput assays. We report on
our progress on the further development of ChiL-seq for multi-omics.

Powering the Synthetic Biology and Genomics Revolution

Toshiki Taya

Field Application Scientist, Twist Bioscience APAC

Twist Bioscience 7 7N T4 W T4—ILRF TV r—a> A IV74Ah  HA BE&

Twist Bioscience is a company enabling customers to succeed through its offering of high-quality synthetic
DNA using its disruptive silicon-based DNA synthesis platform. | will briefly introduce a range of Twist synthetic
biology product developments powered by high quality oligo pool collections and talk about NGS-based
genomics products that revolutionized target enrichment. We provide unparalleled highly uniform dsDNA
probes, low duplication rate and higher depth of coverage across target regions, enabling researchers to
sequence less and support different applications with more confident variant detection. | will also talk about
our new Twist NGS Library Preparation Kits to accommodate either whole genome sequencing or target
enrichment using new Twist universal adapter system, and enrichment components, Twist Fast Hybridization
Kit for unmatched flexibility together with Twist Universal Blockers that allow flexible blocking and improved
on-target capture for both catalog and custom panels.

o ® o
. .
T W I S WHAT CAN TWIST DO FOR YOU?
TWISTBIOSCIENCE.COM
. e BIOSCIENCE
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