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Cancer arises through the accumulations of both genetic and epigenetic alterations. Although the causal role of genetic mutations
on cancer development has been established in vivo, similar evidence for epigenetic alterations is limited. Moreover, mutual
interactions between genetic mutations and epigenetic alterations remain unclear. Cellular reprogramming technology can be used
to actively modify the epigenome without affecting the underlying genomic sequences. In this seminar, | introduce our recent
studies that utilized this property for cancer research. | propose that just as it has potential for regenerative medicine and disease
modeling, cell reprogramming could also be a powerful tool for dissecting the role of the cancer epigenome on the development
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New Tools for Synthetic Biology and CRISPR/Casg Genome Editing
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gBlocks® Gene Fragments
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2-part crRNA:tracrRNA complex

Target DNA
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Combined proteomic and genomic single cell profiling using

the BD FACSseq™ cell sorter and BD™ Precise Assays
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Amy Tam, Ph.D.
Product Manager, BD Biosciences

BE

The unigue combination of BD FACS cell sorting and Molecular Indexing™, the foundational
technology behind the BD Precise Assays, enables a large number of single cells to be analyzed
accurately, quickly, and affordably, with as much data generated per cell as possible.
Additionally, the combined workflow uniquely allows researchers to correlate cell surface
markers with genetic data — creating a powerful research tool.

Here we describe the separation and characterization of single cells from a heterogeneous
sample resulting in hundreds of cells isolated into Precise plates in less than two minutes.

The Precise plates contain the Molecular Indexing™ technology, which uses reagents to detect
gene expression profiles from single cells and tag each cell and transcript with “barcodes” for
accurate quantification. This approach allows the mRNAs from thousands of individual cells to
be pooled into a single reaction tube for targeted gene expression that can be subsequently
deconvoluted by next generation sequencing (NGS) analysis. The method enables thousands of
single cells to be analyzed with minimal hands on time, and without the need for additional
specific capital equipment. We will present data that shows the capability of high throughput
experiments for single cell genomic studies.

*BD. BDOIB XU ZDADEIE(EBecton, Dickinson and Companyh#E L& 9. ©2015 BD A"&
BAAY kY- Frod Y R EH 7

HARZI—H—ER &0120-8555-90 ~
www.bdbiosciences.com/jp/ B5WBNDRERT
BSLEGELEY
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