The Molecular Biology Society of Japan

MBSJ NEWS
Efﬁ?’sz%?—% A

No.99

B X

W %34 NER SEREILAL

W EEEEIC X DR O RS - R RS

1

W 559 [01(2011 4F) H A FAEMF R =LA HE FEoBHoE — 3
W %534 1 (2011 4F) HASFAMFRERMBEOBMNSE (20 2)— 4

[(F7arsa (F@)] 4
[(ZmEzE~DZEHN] 5
[(BhnEskicow<] 6

[ EIcOwT] 7

(74 —F aftliORFEIZO>WT] 9
[Eapfx ()] 10
(s sFSB—E] 11
[voFRYyr7r—<—HE] 12
(V—2vavy7yr—~—H] 20
UEimio Z2KN] 31

B Bt RS & R GBS

W AE BRI OARAEHEE IOV T
W AFZEd g —5

B SHEERES. YRV A EEREFOBHLOE
O% 16 M HARRE 7 10 7 7 — ¥ PR @it &
OTHIA 7H A T2 AEA#EER S [ 7 0~ F ¥ pEikkeik]
O ISNMR2011 (% 50 HIEt& NMR @ e ER Y v R Yo L)
OHARBRBA R R 40 A&

W 517 IR - g KERANE

35
35
36
39

42
43

3. W BYMsBF4
Y JEE AR EhE N
MB SJ HA TS

http:/ /www.mbsj.jp/




HAEDFEMFER —F=EI 30 A

DFEYFERIF 2008 FICBRINZ 0 AFEZWBZEFLED, cnzie L,
1. FOFEFEEZBH G T-AEwic ke s s AR), ‘ »
2, ST MR DOTUE ATREBR- ELL Lo s +407), Gl
3 R BRI Z DB EEZ D (5 /s ) . MBS ]
ZEEZHBIC, UTO3EIEOHRZEBWZULEUK.
(AR BEEE A BET YT, SEERIEIZ])
<ESEFH> HADTFAEMZESSENEAT DS, ToDIFMELDET. EXRHIKHEE
H, 772U, BANDERITEES RKELGDEXI. SEFHICKDIEBERITERIELZERAAND
BEIEHUAMAICED F9. EE- KEFEABRETEFIRVWETA. ERIEZEREADKR—LR—Y
[CEHAREMN S WVWEI DT, HARKZFIAD E, EEREFIEERAANSEHEATSL.

ﬁ?ﬂi%?k%ﬂbhf‘k’?

tcteay  POUNF) iR 232 R— E{fR-1680-F3-— 4 1400 F3

BISZ 30 AFEZHAIC, D FEYENSHICESEfZ, LEDORICLEVWIEN
TULESHICEHRI D ERFEEEER, HADDTFEYZDNELEZESED D
ZElLELE. XEE, DFEYPESORSERZHRD> TWelT5LS5
2, BOREICEWTHFEYZ - D FEYPEDRIZ-REICEBMUIC TR 148D
HRIC, REE—RTOEREFOMEREN AV FE2—ZL, TEDHEDTT.

EEM— HEEE NNRIEE SHSEE ) B OMEER—NIETF
RS HIEFESA - TTHiE A0S FEEEZ HPE " REE—

BESEENTE
E¥)

Gazey FTE¥ ME 202 R—Y  EH470F3-— 45 1250 M

P BREE TORK, 53V EENEERLED S HRADHANHER

STNDBICADDZ TBE? IEDNT, HTFEYEOEER CERL TV SH
RENHERR P S L < ELET. (Db OREEER AE S5 A cbS
COANCHIS>THEL, ROBRODFEYSEESEEDSALPFLET. xxaoms

<H X> BETLAAVaYyY 7 MIEIWEID? (ATEMNE), e EEickz0? (B
F (D) e E T 50?2 (IEHALM) 7z s0? (FERAH) L5 LTiEZEichd s
D ? (MAESTHE) L M- TRIZ2E D 0 ? (FBEE—B) &) L UBEDOL I A v 7 Lz v HIi
5D ? (RE%&ﬁ)/&ﬂfﬁmf%ﬁiﬁc:wm: EERT)—=vEnHID? (BIBE—M) 7HELTbb
At ik (AREN) . 72713820k 00 ? (BEESA) A2 iz Lexo ? (Bl
Iifg— EB)/%HEIH@@EIMT%x%@‘?(;x#{E )T EIRPH-CAIZD? (FH R

21 ﬂﬂmﬁ?$%+

A5 ¥ #EHE 2R #250—T 2011E10 AFIT

BNBFOE—IF TERET Z2EFARD, BHORIBERPANELEH TS UL ERICHFE

MEEESH., IS LAZESICEAL, BEBSEEENAKELERGE ICHIANE

9. HULFEEIC “:nmaaﬁz:%vgé, HATHY > THicLWY &EBbtEs—H.
<EMOODFERE>S MHoRE & e (KBRE) ¥ v 78, B CGRBMZE) /AR (P K
Z) 7 7 L EEIE T UNREESR)  RNANA Aoy —(BREE)

< ‘Edp DOFERF &Mk S T EMERE & MI)SE (NBEXRR) Mo R (UAIESE) @ (U A ).~
Fedz - (b GEBEFN) 528 (s EsE) b (B)EAK)

<&Z@DIaAr bO—)L> Lt (AEFR2) BHKE GEBEES) MY DA AT 27 /7 ay—
(B oh) -7 A VA - EE UNRER) Al (R EAR=

T112-0011 RRHBREFH3-36-7 —_— L, Ak = Tel 03-3946-5311,/Fax 03-3946-5317
http://lwww.tkd-pbl.com iﬁﬂ:?—lﬁl* info@tkd-pbl.com




EEETCKLDMAMBMOBERZBE - ERMS

REEERRREZRE WA 1B

COFE T HARG WSS T EE & — - RS ] 12X BB OF—R2#HE ZRENT L E L7
HARGFHEY AR L LTHO TOMREMSFEETH ). BRSO/ E 2 RN 2R ITHE L 2w &wv ) s
FETE2=—27 ZHEHETLH ) T3OT, SHOFLERE &HIROBEZRLEHIIIRT Z L3, BEIIBLTHRT
DHEZYHE L T ETERDSH L L EER, Z2ICHEWALE T,

Ao, 2010 4F 11 ARITOEH 7 5 TFEEITWL 2011 4E 1 H 7 H2 50 31 H F Thugiz 20 fHi) F L.
WP EH 5 AR Ly IBZEREE 223 RIS L £ L OREHFHICHNORAIZRD FEATLRD, BAH»HH
Wil CHE 186 4. KM 37 %), XEHEERE (FHEH) 8413, FHNETOREEFHEICHZEL, 7)) ¥ 734
BEMDACIEELITVE Lz, EREMMIG LW ERD H 18 HICHEEMT, AFHENOMEIC T BAE VAT v
Tl EREETY VIRNRELTINIOVTHEEERITVE L,

IBREBERDL 05, BEBEETREBOREISHOIZLZ EAMAEINT L7225 RIS, F o7 (VIR
PATONIZIZH 00b o T, BE B ICIEHOBZEBOIFRVET > TVFE L7z, IBHEDLRXLVOEINL, TE
L7203 DFEeT ) YN WE W) OPFERBORLETLA, TSN LEMOBKENS, ZOBRT
10407 (BHESH, KHESH) CeT7) v reElidsZ e LT LA,

L7 ) Y ZIE3HBHICTFESRTE Lz, Lo L, RHAREKEROREILSIWE 52 WIRETIZ. 2N
TICEMZ 2T, FFEERHIFLE L LIVHEIATELRWESL ) L) BErL, BSEsIhE L, 20
REREOHAEZMEL, WHTS5 A 29 HOHBHIZHE T T ) Y I EESNE L. HFER 8 HAERMHE L,
T2FTH N LTEERECOIHEZED., 154572083000 T ¥ 7 2ftwE Lz, # Tk, FAR
OFIMEFHEICL Y, BUOTERELD 1026400 (BE2s, KME4%) 2. WO TR 5 &
LCERW-LE L7,

SHOFEZIFEHICES>THE K WDOTORBRTH D VHEEOBRIILTEY) FHRY) THOONIZ LW Z FT,
BAT Y T Ty EDX D BISEELEDPPENRIHIE LW, EDX ) ICEEZED TOITIZ L W BEEBERIC
LA ROV ENT Lize BEGENITHFMNICAD SN E KFIC LoD, BRI 4 DI65E% L9 Ik
LONNMbIE L

LSO EEDTET, ZOMERIEDOIRNLHRD LD 5 H DN ONREWY IChoTE LS ITEDbR
9. L b, FEEOLMICHE > 72 [HEMEEOLBENIRICRVEEE D > TEb > TWw 225, LT LIRS
WKWHEINRTOUARWETHEE | OBKETT, 5HOBEICBILLELMFLEVIIELEDHBRVLDOTIEH ) AN
REIDEDISERLBZEDBE B EBRbNETOT, DUTIC6HZHELTHATT,

1. COPEESRISHEED ZNE TOMREERZHET DD TIE LV ZOWRDBIEEDESHOIERIZENIZT K
ELHFGTHN WCEVELAZELSDDTH S, o T S TITENLFEREZ BT LT, BEICHEME TN
MRBEEZZT TG EREE, FEICBVTOBEMMIIKLS 2572

2. WIENAEDEREREZEM L TV a0 &) JUISH HEAEPNIZ. ZORRICIE, IEEEIRICC R T
WBEARIRINOZEZ P L7z v ) BEELOZHRE L, Thed R - P 2FEHOZZ VRSN TS
IHicEbns,

3. RADDETRE TV 27 bO—MZl) L) WEL ) b, NS THINEFVHT O TH L Wiz t)
DHZH)ELTwaTuycy MFHIS N7z BIOEBITIE, ZOMEEEZT 5 LI2X - THD TL OIFZEHE
EPREIC 2 L)% 7Tay 27 PAX)EFHIE Nz,

4. ERLO X9 HEIEEICH - T, ISRV BONI G - VGRS E L Lz, RIRENZz6 444705 Hr)L

1—®



M T N—=T b EIFEH)E L TVwAIEE L T2 T Iy ZOEMNERY v a Y iZhLsEETH-720 &
T Y TOHRTIE, TOX) BRIABGONAITIE, HCTHIZRE 2815 L 2 P UEIIZEA R D 327z v b v ) fabg s
Hownh, WEDO T E— VR BRI T 2RI EAINE DA LEHENTVE T —ZAH% ., FHRITE VEHGA
Boshiz,

5. FRIRENZ-DIIRRWICLE 4 BRE2 B TH - 7205 FHEOMBETHNIER IND Z & 3—Whh ol T,
INEHBEIIIH ARG TAEMFEEHTH 2P B2 AT AMiE R <, FERIIEABRETIORICO E & Rk %
Motze FREOFHEROFRIIL L E NS NZ 6 HPHSKHEHP 44 . CREN 1A FREP1ALDTLETH S,

6. SNOZHEZINIHIWG R r — A3 EEN 0o 7205 BHA T, KRN ARTIET —~<%2BIF72, Wb i A
VAZNAY) 7=V ROREHEZFL &) & T2ELHV, 8o T SRR DORS ¥ b &I S 2 7205
REREDMREL 72V, Dk

[HARG TSR G TOREB N EE— - AT B H RRA
ZH DlARER (ZRE). MHEE EIEZRE). FORENL NS, Dk, RIS IARMHE 2R

W18 (2011 F) BASFENFS BEFARMBROBMEMNRE
(R4 - i@ bsrd (Bga) - wigeH (F1s0) 50 #IE)
Oftixk #F Bielefeld University, Germany (-2 8)
e H TREERLV ARy 7 2 HOZMBALICHE ) ORI : LR DT VARV V& X2 73R & 2 HRERIE
28 FARERE & SRR AT
ORBEEGHIL AR RZBEE ARl A% G-COE (71—, COE WigEH)
WEFEREH [HIBE G 5 T4 O (R 22 I IR )
OANE B WEHRFHETFIADFR GERb)
WEgEEH [#M C. =L v A% b H Wz BB O & 85 0 75T Bk O FFHT |
Ofi% 7 BAOKLTREBERTHTIv 2y - Tuysvary BT
WigedH [ a7 Y a3 fatbody % H 72 IRE R B X 0I5 H6E O AT |
GEL AR EL AR R L2 R g (HEHR)
WFeEHE [7 384 F—Y 2AOEIFEEID 7 I a4 FH BB UG HHEO I & il ]
OFRH By SRERFRF B A B A e R (B2
WFZEREH Ten b= ¥ EEAMRKAE N 2 27 04 FARVE VESKFIEE BT 70275 2 0 m e

<

O%R%



£9M0 (2011 %) BFIFEVFRI=F(LZFENE FROGHSE

2003 4E &) [HARGFEMFR=2FRME | PRI O TEY 3. SHEEDUTOI ) ITHBEMET 2 HEL
E9. DFEVFROZIISEESDLVWHOHEZ BEHNL T,

1.

PO 3

x

- e A

. i H

S EWFEOMRITF G T HME U CTHAIN - EH AR L. HROBELNFLAS
Wie# . Mt HBAEICB ORI E LTl 40 ki . A¥ X BIE S ELL LOMREHE 2R LT 5,
2 LF X )7L o TR 40 LD R L5, FAMEERO EERIBOVBENTITDNZD
DIZR S

R BES5 U LT TT . ASEHHPAHZE AL, F58 info@mbsjjp $ THBE WAL
TEW)

AR HIR R 150 HH
FEMER 2 DN

AFLEBIZL AMWEE T 5,
HEEEOERIL, FEF—L2RXR—VITEBEENTVEDOT, F7ya—FLTHlioTTFEW)

WHY HEESE (F)YVFN1EETE—5#) BX UM CERBOTARE 2 5 Hk 5 HERA
Ty Z5HWTOo2THETIW)

HAG AN HREZRS ZRAR PMRER
T 102-0072  TACHIXERHING 2-11-5 AMPBHZEL OV 4 B
H ARG T A % 308 R A
TEL : 0335569600

2011 £8 B 10 HK (ib78) MEEL DIIRSRE T FLADT, THEET IV,

AFROEBREZFTRRIIBVWTEE L, HARIRET %,
HREELZRS A EERK (RHEHE). MPUE— AR KRBl KRS F

5 34 W HAG FAEMFRER B THEAL L ORERSOBHEIT) .

ZEBEIZ, ZTEHNSR E o e 2 P OISR E £ O T, F4&0E Genes to Cells 1I2383K 95 D
DET 5,



% 34 QEFT FEVFRFE FREOSHISE (20 2)

DFLPLEMN —XAHZXLZHY, A bA-ILTBH—

12011 4F 12 3 13 HOO~ 16 H&) (4 HIH)
i Xy 7 4 agkR
= R oo ABR SCHE (B BERS BAEE)
OB B M 20114E8 A1 HA~ 8 A 26 HB®TFE
HATS BRI 2011458 H 1 HH)~ 10 A 28 H&F&
XERIHETPETHY, HTHHRTLIURELH D 5.
FERPH R 5B 34 M H ARG FHEMF R ERHER
T 101-0051 HCHUART-ACH XA A PR IT 3-2-8 HESCAE ¥ v 3 B
Tel : 03—-3230—-2744 Fax @ 03—-3230-2479 E-mail : mbsj2011@aeplan.co.jp
URL : http://www.aeplan.co.jp/mbsj2011/

E

(ZO0J5L (F@)]

O Leading Edge = 3 +—
12 A 13 H  Scott E. Fraser (California Institute of Technology) — #  #W (GHHEIAY)

12 H 14 H0K Gerhard Wagner (Harvard Medical School) ANl 4K ORERRS)
12H 15 HN Hi ¥ (AEEKS) Jerry L. Workman

(Stowers Institute for Medical Research)

O Early Bird 3 +—

1213 HK W 1 HEKRS) A F— RERTKER)
12 H 14 HOK S - GRARRE) FH A (EERSEBEDIEY » ¥ =078
1215 HOR iR IEsE (ERKS) MRk CRBORS)

OV YRII LA

HMMERRCLBHERMBILUIRBEIVAELRREN3 7OV Y RUYA2HKBLET (12 HSH),
- HEUOE T RT (AR TirvwE g,

O7—9vvayv7
SEBIVRELRIREIN 0 7~ =272 ay 7TxMELET (20 HBMR), #EIE [HFE BSR4+ —
HFAF—=I2—FELTT,

O—fMEE (KX 4 —%xk, —HROBRRNDHFR)
RSN RCO—fHE L, KAV —REA[To TV EXE T, F77 —MITERE~NOFLAZY | R X
NIZEEICOWTIEOETOREL T TTo T2 E T3, HEH LAACHT 23T, 7THO [Hr 714~
WA L] & THERT S v,

ONMAFo7/0o—tw3IF—
L IF—FMELo®BIZL s3I F—% Ty FartIF—OREATITVET,



OBLHEESES > F 3 L4
BAMEH 112 H 13 HN12:15~13:30 &3 8y 71 affiit &3t v — 3303 (454 4%)

OBEFHEY LRI I L
BAMEH 112 H 4 HW12:15~13:30 &3 8y 71 affiit &3ty — 3301 (452 4%)
FvFarkIF—oRERTHYET.

O7+—7 4
A EBERDH Y, BIKRCEWESZBENSRAELE T,
PAETIHIZOED [74—F 2 RHOREEIZOWT] Z2TBHT v (A% 1201148 5 HA) .

[BiNE~NDEEA]

O7a935 L&
Tur g aE (1) 3. BRSTAEMFEEOZBICHRMN L 3. EXBOLAE. SEHBICEINLT-0,
ZINE (Ch— 2% — F) EITHAEN L F T (U HBEOY AT BEHRFICBEL LE ). 725805 2 54121,
EAEYTT—H 3,000 HTHFRL T T ZDIED, EHEOTT TS LA EBERF—L2RXR—Y L TABT L TFETT.

OBFEEBEDA > T 1 1L
HERRIET VT4 bl FIRIYR CD-ROM 2B L F A BIEFHEIZ/SZA T —F - ID % v THESK—
AR=VPLEREOWE - % - ¥ v u— NP TEFT, K TEPCICTHRE - HE - Z2ofr—Y Az FfIH
T&5E91CLFET, &8, #EHEROL VI YAHH GfTH) X, WH 21 HA)R PELTVWET,

O3 *4—
KA Y — LY CORBE LT 27200, KRS —RF - HRIHICHEZ Y — 2B CIFF—2F0IT (V7 )
PPE I3 ANS R
BT i AT b s & & 2 W L 7

OREB=E
BYSIRAFOSMED 2O, KYNICRERZHREL T (—HAANAH), XY - vy —&th, REEHH
FraFoFMBLE, i) HE ORI, REREMREZF -2 X=TIZTBHLEL LT,

O FHE=E
KYLNICBAREEZRT I, PREAETTOT, B3I FLIT-HORHERKE, Hrvidtavifzs H
HICSTHH TS, 72720, BFSTHMTO THAIZTEE T SV BEGHTEEMIE, JUE REBIHRE SR — A
R=VIZTBHLELET,

OFZHARFDEATFH
REZOFT AT X IV TNVE=T 2 ¥ N ThDHRRITVESINE OBEROEN TR Z 20T 9. GELLIE
31 HIZHBHD [fENHEAD ZTHEN] 2 THT 3o TOMBIWEDEIL FRICHERE ZHE T S Vo

MHANRAT 74 HA MICE # 33#8

[465 34 Ml H A T AW RS ] 2T A7

T 530-0001 ARFRTTACIXAHEH 1-11-4  KBRERGTEE 4 €L 5 B

TEL : 06—6342—-0230 FAX : 06—-6342—-0232 E-mail : osaka_gakkai@nta.co.jp
(B FH 1 9:45~17:45 fK¥EH : £AMKH)




[BNE8RICDULT)

EHSMEHRBE 2011 E8 A1 HA~10A 28 H®) 17:00 (REtNELSF)
WA Z NI 3 RA ) TTOTIEET SV

OBHFAHZE
ERR—LR=V [BNES] IZT7 72 AL, BIMEXEMEAET. KA. SIMABEEFEIZOWTITEE TS W, B
SETRMADPSIHTE ZBNMBEHID BT ENT T BEFHFEICOE T LTI A= 2=V LOFRRINMES>TTFE W),

OMEFERAS &
F ¥4 VHEESMEEIC L) AT S NASNEEID 2. REHUIH LA A OHLANIEEOFT @M TR A D Ey
BLELDOWH S X HUT - B X 0 BIRAA T S o BRI AT ORI F) 2SI 5680, &
FTTPOSMEEKID Z AL TF S,

OEMBHE
FHEMES b
8H1HA~ 10 A 28 B& HREMES
F £ 8 8,000 H 10,000 M
FHELSE 4,000 M 6,000 M
i = | 11,000 (7’O¥Y 7 LEED) 13,000 (Z’RY 7 LEED)
SR ST DIBRIC & | SR EER
(£8 - LERDT) (EMEREINBIEEIE. EEFEERNE XL THEHELAATEW)

KEHAKREXRTHAEINWAFESEDEMEBEREEZRRVALET, FHREIFOFEMCOVTIL,
KR—LXR—ITHEMOEBWELET,

<3kaEde>

BHEIREIE HEFS:00110-6-385846
MAZE® - MBSJ2011

SMEFANER 11 A 4 HE® $IRAFEREISMBEFHTITHAIT S Vv,

CRERBRIVTHEHBMEFRELT> TF S,

CEABINEFRE Y RIE. EAUHICEBHICTUHSMBFHET-> TF &,

CHRAIBINERE. A Y TA UBINBEREIT o7 BNEHBRORAEZ D> TILOTERIE T LET. L72®
WELTUH 4 HBE CCBMEFBROIRAR R WA, FaismEstdExiE 20, MABMEHEIT->C
WeZZ eIl ET. FOITTHET IV,
CHAWSMESEEZMHMNICIRY AT N HCE 1A THEICSNE (A—27—F) 258G EPncm% L
T3, FEREICE, Tur I 2 ERFEFLET. T TRTOFMWMSIMEFRL IS, #HERS Y V0 — FICLE
GINAT—FREFITLET,

cBINE (A=A A —F) RV HIEER~NOALEZBHY LET,

A SN sE R . BEONTICE D 5T —ULEE L T A

MBI R SENALOFIGEE, BME (F—2h—F) E—#ICBHELET, FHHE LTHBITLIEAD
TITETFTE V. @07z, @95 x JUT - BERIRITT A (ZHHE) 3. SMEOHE T TREL TS
WT T3y,

WA SBIMENL L, ERF—LR—T FORIHES T, BB 21ToTTF S0,




[—AERREEICDLT]

— R EERES AR 2011 £ 8 A1 BA)~8 A 26 H® 17:00 (MYIEL=F)

—HEB LY VRV LT =T v a v TIREHEHEOHERERTZME A v =2 v M (UMIN #HERFR Y AT )
TITWE T,

[(=EHBICH 52 EH1E]
- —EEEOERIL. BEASTFENZENEETHY ., POXREE (2011 FE) OSBEMABADAICEY)
FT, RAROH L. FOHRG FEYFEROARTRELFEETT SV, T KIEEOXE L RO T I,
BROIZBIHVT SV,
CEERBETONIC. DTEMSMERET > TTF IV, HEERRFICIE, FRSmEsRs TRICEIT S
LBNMEEID DAV UEL R 7,
CRERREBELTERBTE2EEHIE. —ACOZ1EBOARATE, YV RIY T L - T—2 3y TIRE
Hld, —REEICIIRATE T A 2L, MOHEORERICLLILIIELELAD) T A
CESREETCOUEFHELET (MHEEEBIUFEAY —REOSHEIZIHAETHHBETY),
AN E U CHUER R Z N OER I L E¥A. 72, MUGROHBEE. HEAEOBIEZR SIZFEAE L
TZIHTEEA

3

MEHARER TWHE SN LPERE O 2011 FEARXBEZRBVA LI, HETHREIIOVWTR, FRKBO
R—LR=TV & ITHETFT S,

O > 741 VigdERRA &

1. EEKREAE

FERR—AR=V Lo [HEEH] 77X A L, WEHICERENZLEHHIZOWTANLTFE W, &b, &
WHETEBMNEEID DANPLEL 2D TTOT, FOF VI 4 YEHSINEFZ TV, MBS ID 2 U LT
T3 vy,

2. BEERIAT L

X UMIN #F 3 A7 22 T2 E T, Y AT 2T 5 TAHZ S IIRBEEEANO FAQ R—Y % TS T
K,

3. BEOXS
BRGWEE [—#REE] & [PV RTYT LA - U—r v ay TREHZ] O 220 TnEd, fEEEAEUINOT
3 [ | XD BHGAA T S,

4. BRNE
— L, BRI R (L HITHE) X0, F1HZE F2HEZERLTF I v

5. OEARKRNDHIREFL

— iR L ) . DEHERANORIRGE L) 9. HMFICRIAGZOAMZ AL 3. ROOEZ L, SO
FILARRARITIIVE T, &b, —RIOBEFERITRINE 2o 72008, THERE R Y —FHEROM S 217o T
72 ET . MMAIC ZIREET S v

6. BRERFE (K2 -—RROHA)

RAY —=RRIZBVWTE, BEEHE L OERBEREGL L 2T T T EREREHET 55X TOWHEDI A
T L7k, Bk —AR=V 0 [HinFEREHE] 127 7 A L—E oM RoOREEHEONF 2 Wi L TT
v, HEEOBIZIE, T XTOEEDRHELRE KA, WHEOGEE T, HEERDEPLELR) 3,



7. 2E%E

Bl G8EH) 0&KBFST BT 6H) 2ANLTTFE v, SEFFRIESHENEOwLA T [FEK] AIciiERs
NCTwET, 2B, FEFTHPAHLELEIL. HARSTAEWHAEFER T TBHWADE T S (Tel: 03-3556-9600
E-mail: info@mbs;j.jp) o

8. XEENSEDWMAERA
2011 SEED HARG T AW ER S B 2 X - B0z (ZHHEE) CRBRENTBYETHNEZADLTn/AZE
F9. FER—LR=VEOLGHEHR VAT A [RBWAR=Y] TH, GBAEH (L Yy VRFEEED) 2
RBELIENTETT, MAEAHZERTE VYA, TiLo@) AL TTFEw,
VIR AZZDHEIGE (ZHHAE) O¥EZ MR LA
A T20114E 1 A3 H] ETABT X,
- SRAHMO B ZARRE L 7245, HEERRE T3, RADRho 246
MABIZ 201141 H2H] L ZTANT IV, XBEITHERLLITBIRAART S,
c ABRFhHETOYE
MAHIZ 201141 H1H] ETANT IV, P& TH, FRFHERPOXBOGRENEONTEF
TOT, MERE, BIRAART SV,

9. EEEREMNR
FEAIL, 45 850 . 2 1,700 XFEVUNTIER LT T W, T, L2 BRI U252 =L,
FNABERBWEHICIY — «c R—ZA T HLHICLTFE W,

10. BBREHES - /XXT—-FK
HRHESRIFICIAT S NS [HHEESHE T | BLXOKHTERE - ADNLA [RNAT—=F] #8FEZTBVTFE W,
— RIS N BEER - EEONRITBIERZMA A, COMESHFFsBLUONAT— PR EE L) 9,

1. BERRZEE

HEBER®. AL E A=V 7 FL RASEICEEF T2 S OEHEZHEBMATEE SN FE T Z OmBANL M5 L.
MIZHIHELETD, bLIOXA—UPIBELZEA— LT FLAZ@EDPLWEAIE, 7 FL A 23 o 725,
S ZE T LT R0l EELr» 0 4, EA—LVT FLAZMEE. 7 FLADADICHE VDD - 28513
HEAZA YL EX=IVT7 FLADEREZToTF &V, BEPET LTV ARVWEAE, HEEFEZ BV LT,

12. IEABROEIE

HOEBARZ A R E, SEEEE T B LU T — P2 AN 5 2 LIS X Y EERAIRIZ T 74 > L, BIEZAT
VT ENTEET, BIEMBIIHIRIEZD ) A WEZEHT 57200, EHNEPA -V TEMENITOTT
HERE TN S o BARZAFE IR OB IR A L LTI A

13. BEDBUH

BEWC B8 L 72008 2 B0 L 72 i aid, Rad & AR J5 ik CHUERAR I 2 0 7 4 > L, [HEPEE | 2 @R L T
MENGELTF SV, HTEL, SEFPE SN L2 BAILET XA —UDPELNT o HAf it o
TUEERN E LU $RA,

14, EEBRBDOT7IV T 7Ny NKRED

ANZFGIR=VIE, ADENTVT7 7Ry bERLE L LY = 22T TERENET, LT A—AWT
HoTd, ANEINTNT 7Ry MR R 25606 L TSN EHA, BROBEEOEE L > TELN
AEHAITIE. THEET 3V,

15. EEDRE D&
100 FAHBEICA = VICTITEKLET (7)) =X =V 7 FLAZEEH LA, ZHEEMA =V b2
WIEERH Y FT, TELRFEEA—NT FLAZEFHLTTFEW), 2B JHEOREBICOWTIE TR F 3,



[T+ =3 LTEOAEICDVT (BEHHY] 2011 £8 AS5H®)]

DFENEFEOR LSS, MR OMEENRCREEZ [ 74— 4] LEDT, 17—~ 1R OB (19
50 ~ 20 :50) T, KEOEKL ) BB ZATENZL I Bo TIWHEET S,

(B
TREFIEZ SHAD) 2 5% [ 74— 24065 & LT Email I THESFBEREICTINEE T SV (E-mail:
mbsj2011@aeplan.co.jp) o
) 7—~%4bNn
2) A—=TFAYF-—DRY - FTE - EHE (24)
3 MEE (400 FAEEE)
4) FEREHOKLY - iR QSZEER TOMHE I L 2l AKHEIIAETT)
5 FHINLEERH



[(F2AER (FE)]

T T T T T T T T
8 9 10 11 12 13 14 15 16 17 18 19 20 21

e A TRECBESSOMENE] . 6 [DTENFNOAR. Bl |
Early ) MTI e = TA—= AL
Bird L;fid‘gg g 12:30-13: 30 VURIIA | | TURITA | [19:50-2:50
3| lpsa— S P ERMINVEYERM
e ) S aLET
12 8:30-9:15 |9:30-10:35) |10 :30—12: 00 [12:15-13:30 15:50-17 : 35| |17 : 50—19 : 35
5
1E:l3 | i KA Y —itin o
| 2N — Y i !
Bl wa 13 :40—15 : 40 ]
Kol b e EETEE T . __ Ll
g - WK - ROR
9:00-17: 00
ko] I | (D78 - enldsR] . & RBEWZ] . 7 [Zoftel |
Earl MTIEIf- T A =T A
Y Leadin; R TIN S~ geas N
Bird d g g 12:30-13:30 YYRIT A - VUYRIT A - 19:50-20: 50
€3 | a5l i T—svav7| |9—svav7
[ ) HFUE
%2 8:30-9:15 |o:30-10:15 |10 30—12: 00 |12:15-13:30 15:50-17: 35| |17:50-19: 35
Wl o R Y
| ! KAy —3 i |
| M 13:40-15 : 40 el
O e N Lo
BAR - I - HEEROR
9:00-17:00
peres o 2 19T - EaHONEE] . 3 MMkossoreel |
Earl MFI - Tk =5 A
Bird | |Leading| | 12:30-13:30 SURIEA | |V yERYY L | [19:50-20:50
3 tﬁdii At = RE J—rvav /| |I=rYavT
Ea FHEA - ZHH
i
12 8:30-9:15)  [9:30-10:15] |10 :30-12: 00 [12:15-13:30 15:50-17 - 35| |17 :50-19 : 35
55 N e
! I KAy —EfEs I I
| N Y A .
S 1314015 : 40 el
A o __ . L
BER - BE - FHEROR
9:00-17: 00
peres o 2 19T - EaHOke] . 3 MMkossorsel |
g e | | VYRV T A | [T YERYT A .
ﬁlu%(:ﬂ"{ Ef;;é; J—27 3 Savi J—Z2 gy 7 ﬁiﬁﬁfﬁuﬁﬂzj
%2 9:00-10:30 12:50-13:50] |14 : 00—15:45| |16 :00—17 : 45| |18:00-19:30
6o pegausee B
| 2N @Y 3
| 10:45-12 : 45 i
& | b e ETTTTTTTTTT il _____ L
BER - S - FHEE RN
9:00-14:00

®—10



(—iEE RRIF K]

X ® H N ® OH
a | BET - M- ) A
b |+3I7A
c | RANF LB - NAFA VT T4 7 A
| e - A de d | 5250
e | it
£ g e
g | 5T -
a | B3 (DNA - RNA - Hefufk)
b | Mz - 15 - AR
c | iE
o | 57 - ma ko L LA .
e | T¥TY AT 4 v 7
f | RNAODORE - RNA 7uaty ¥ v 7
o | G
h | 5T - BekoRkE
a | BPIHEED X ORERE - ) AR Cletath - 7 meF o - BUME)
b | MINLEH L 7 5 O - BERE - Tk
o | MR - mrsE - MsIER
d | 7ovnr8Eorsary vy -k - /L
3 | Hm oo & pese e | At - MRS
£ | et - 2 -
¢ | v F i
h | e
P | MR - R
a | WA
b | B - BB
o o | P - wamm - s
4 | Bt L Bk B X ORERLY
d | AR - A
e | Azt
£ |- AR
a | fur
b | e
5 | gk c | Eft
d | A
o | izt
f |ty
a | DNA - RNA T.4*
b | N2
6 | ST ik, Fel c |MlL? kLY
d | I ftrad—
e | w5 £ UBh
S s Rl
7 | ol a | zolt

11—®



KU VRTVTLAHRBRRIIOWTE, 7T APWEHF - A R=V TRV L I,

[YUIRIDLF—T—E] JEARR)

The molecular biology of neural stem cells
RO FEYS

FT—AFA¥— Wl Rz (BEZZAT) - #E HFEF ERAF)
The central nervous system consists of a variety of neuronal and glial cells that are derived from common progenitors
called neural stem cells. The fate of embryonic and adult neural stem cells is tightly regulated to establish and maintain
the normal brain architecture and its functional networks. The underlying molecular mechanisms thus would be of great
value for understanding the fundamental logics of brain development as well as for developing strategies for regenerative
medicine. This symposium will deal with hot topics in this exciting field.

Epigenetic control of animal development and organogenesis
BEREOIEY 271 v 7HIE

FT—HFAH¥ - TR (RRXF) - RE #F (RRKXF)
During development, a single pluripotent cell, the fertilized egg, gives rise to hundreds of different cell types. In the
process the differentiation potency of a cell becomes gradually restricted and finally a cell is irreversibly fate-determined
and indeed a cell remembers its history and transmits it to its descendants. How this is accomplished has been a century-
long mystery in developmental biology. We now know that this process is underlined by epigenetic regulation, reversible
chemical modifications to DNA and its associated proteins, taking place without any change in the genome sequence. In
this symposium, we will invite leading scientists to share recent progresses in understanding of the epigenetic regulation of
vertebrate development.

Novel cell signaling machineries regulating brain development and function
BiDFE EiREEE X 2 2 1EHRITESR
FT—HFA¥ - EEBE (FRRAF)  -H R (ERRXF)

Higher brain functions such as emotions, intelligence, and ability to learn and remember, depend on the intricacy of
communication between trillions of nerve cells in the brain. Remarkably, the efficiency of neuronal transmission is
constantly being updated in response to events that our brain experiences throughout an entire life. Both neuronal
connectivity and plasticity are sculpted through modification of synapses via actions of many intra- and inter-neuronal
signaling molecules. In this symposium, we will focus on the molecular mechanisms that specifically underlie the regulation
of neurotransmitter receptors, the formation of neuronal circuits, plasticity in the brain and behavior. Speakers will also

discuss how these findings provide clues on better understanding the molecular basis of neuropsychiatric disorders.

Development and regeneration of internal organs
EERORE. HME. BE
F—AF14¥ - EBPit B— (BBAXF) - BB E (RRKXF)

The liver, pancreas and kidney are essential organs for life, and their functional defects can be fatal. To restore normal
functions, regeneration is an attractive option, but it is a very challenging approach that requires a close collaboration
between basic developmental biologists and clinical investigators. Understanding the detailed mechanisms of the
organogenesis is prerequisite to develop strategies for regeneration. In this symposium, recent findings on the
development of those organs will be presented. In particular, we will focus on the interactions among the cells constituting
each organ in normal development and also in responses to injuries. Through active discussion, we hope to come up with

intelligent strategies toward organ regeneration.
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Molecular principles of regeneration
BEFEOYFEYS
F—=HFA Y- ff BN (REKAF) - Fih BB (EEXF)

Recently, scientific researchers and medical doctors hope to make concepts of regeneration into reality by developing
therapies to restore lost, damaged, or aging cells and tissues in the human body, as regenerative medicine. Especially,
induced pluripotent stem cells have been expected to be useful for transplantation medicine as a field of the regenerative
medicine. However, the main stream of the regenerative medicine should be to regenerate damaged tissues and organs
in the body by stimulating previously irreparable organs to heal themselves. In the past decade, great advances in
regeneration biology have revealed many of molecular mechanisms underlying regeneration. Thus, we now aim to
develop strategies to induce regenerative response in humans by understanding molecular principles of regeneration
from regeneration-competent animals, combined with technical advances to induce cellular reprogramming events. In
this symposium, we invite top scientists in a field of regeneration biology and discuss common molecular mechanisms

underlying regenerative ability and morphological regeneration.

Frontiers in nucleic acid technology : From understanding to control of biological function
- EREITEICK SEMREEDRERA R EOHER
F—AFAH— 1 HKRK M ERAF) - TBH FIX FKXFE)

Nucleic acids are essential biomolecules that serve as storage and transmitter of genetic information. As novel classes of
small nucleic acids including miRNA and siRNA were discovered recently, functional nucleic acids have been recognized as
excellent candidates of therapeutic agents including siRNA, aptamers and antisense-oligonucleotides. Based on molecular
design of artificial nucleic acids with unique chemical structure and activity, next-generation technologies for gene
recombination and high-sensitive detection of nucleic acids have been developed. In addition, the novel method to visualize
RNA in living cells or the direct analysis of cellular RNA by mass spectrometry has been applied to study the novel
functions of RNA in vivo. In this symposium, we will introduce recent studies to discover and control of biological functions

by the latest technologies for nucleic acids.

The state and perspective of the protein designing
22Ny BERETOBRK E KRR
F—AF4¥— Uz BBE (ERERAZF) - B fi— (KERXZF)

Proteins and enzymes have been designed based on the knowledge on structure and the physicochemical principles of
proteins. Enzymes with improved characteristics have been also selected using molecular evolutional techniques. Despite
the number of successful examples of these techniques, the level of our technology is far from the state “Engineering as
will”. Recently, new methods in designing proteins using methagenomic information and/or the information accumulated
in data bases have been developed. Vast increase in computational power and progressing methodologies make it gradually
possible to estimate the three-dimensional structure of proteins in all-atom model level. In this symposium, we will review

the state-of-art techniques and forecast the future progress in protein designing technology.

ZFN (Zinc finger nuclease) : Emerging technology for versatile genome modification
DU TACH=RXIVLT —E  HakY/ LAREE RIS T B EFHEIT
F—AFA ¥ - FH B (KEAZ) - L& B (KERAF)

Zinc finger nucleases (ZFNs) consist of a customized array of ZF domains and a restriction enzyme, Fokl. Each ZF
recognizes specific 3 bp of DNA and three to six ZF form a ZF domain. Since the activity of the FokI is induced by
its dimerization, DNA double strand break (DSB) is specifically generated at the intervening DNA between flanking
sequences recognized by two ZNFs. A site-specific introduction of the DSB by the ZFNs results in gene-specific disruption
following non-homologous end joining (NHE]). When homologous donor DNA is provided during the DSB by the ZFNs,
homologous repair such as knock-in is achieved. This emerging technology using the ZFNs has an enormous impact in the

field of genome modification.
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Constructive studies on gene networks and their fundamental technologies towards synthesis of cells
Mlazgls L2 BELZEEBTFR Y M7 — 7 OBRBIHR & £ OEBHE

F—AFAH— KRB AN ERIEKZ) - Fith 1877 (ERKF)
Recently, synthetic approaches, (which are) complementary to conventional, analytical ones, are applied to various fields
of biology. Constructive studies towards synthesis of cells, aiming at understanding nature of cells, are increasing in their
numbers, supported by fundamental technologies in related fields. In this symposium, we will focus on a gene network
from layers of life. The topics of this symposium will be (1) theories and experiments for synthesis of gene networks , (2)
genome engineering of prokaryote and eukaryote, and (3) cutting-edge biotechnologies for measuring outputs of gene
networks. Current status and future perspectives for cell synthesis research will be discussed thoroughly.

A new frontier of computational analysis of functional RNAs
FEEEME RNA 1B ¥R T O3 BB

F—HFAH— 1 ZH B (ERXF) - R B (BEEZZKF)
Recent progress of computational sequence analysis for non-coding RNAs and next-generation sequencing technology
enable the comprehensive and functional analysis of RNAs such as structure prediction and comparison, family
classification, target prediction, and transcriptome analysis. In this symposium, the speakers present their up-to-date
and practical computational tools and algorithms for secondary structure prediction of RNAs, RNA sequence alignment,
functional RNA database, and RNA sequence design. Further, some speaker talk about deep RNA-seq approach to small
non-coding regulatory RNAs, and another speaker talk about a computational approach to the analysis of evolution of
disrupted transfer RNA genes and their introns in Archaea. Lastly, the speakers discuss the problems and future aspects of
computational RNA analysis and summarize this symposium.

Unbiased quantitative biology for trans-OMIC study
NI RFIVRI@AF =T N4 T ZAEREYE

FT—HFa4¥ - EH B (RRAF) - Bl #H— (AMNKF)
Cellular functions are regulated by dynamics of molecular interactions between multiple molecular layers including proteins
and their phosphorylation, mRNAs and metabolites. Quantitative variations and epigenetic regulation of specific genes
expression characterize cells and organs. To understand the mechanisms of cellular functions, simultaneous quantitative
and global measurements of dynamics in multiple molecular layers will be needed rather than individual analysis of some
targeted molecules that inevitably accompanies researcher’ s bias. In this symposium, unbiased quantitative biological
analysis will be discussed including genome, epigenome, transcriptome, proteome, modified proteome, metabolome and
their integration, trans-OMICS analysis.

Diversity and molecular evolution of mitochondria, plastids and related organelles
IFACFNUT7 - BRESIUVBEES IV 2T OREEZ B 27 FRIBOSHEM &L
F—HFA¥— g BF (ELBREEMER - TEKTF) - A BE GUEKF)

Recent studies on unicellular eukaryotes (protists) have demonstrated that function and molecular mechanisms of
mitochondria and plastids are more diverse than ever thought. Accumulated findings on protistan organelles together with
a refined molecular phylogeny of eukaryotes enable to deepen our knowledge on these organelles at the cellular and/or
molecular levels. This symposium focuses on diverse organisms and their unusual organelles, such as hydrogenosomes,
mitosomes, and apicoplasts, of which origins are mitochondria or plastids. Hydrogenosomes and mitosomes are found
in anaerobic organisms and are considered to be reduced mitochondria without respiratory function. Some eukaryotic
algae are believed to have captured their current plastids via endosymbioses of photosynthetic eukaryotes. Apicoplasts
are the organelle derived from an endosymbiotic red alga. They lost the photosynthetic function, but are essential for the
cell viability of apicomplexan parasites. Furthermore, diverged eukaryotes have been known to possess evolutionarily
‘young' organelles-bacterial endosymbionts highly integrated into the host cellular systems. We invite researchers leading
the studies of these organelles as speakers to shed light on the putative evolution of host cellular machineries driven by

orgenelles.
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Rapidly-evolving research into aging
WERST 5 ZIEMRDRETR

F—AF A% — BN RE (ERERERIAR)
Ageing is characterized by functional tissue decline which is often associated with defective homeostasis of tissue stem
cell systems which sustain tissue maintenance and repair. Recent studies have revealed that stress responses such as by
genomic stress or physiological ageing accelerate qualitative and/or quantitative changes in somatic stem cells. While the
precise underlying mechanisms causing these changes are important, they remain elusive. In this symposium, we will
focus on the stress responses underlying tissue ageing and age-related diseases and will explore the association between
stem cell ageing and tissue decline to further develop this new research area.

Chronic inflammation and epigenetics in life style disease
EEBERODFREA DA L—BERELEIEY 1 XT17 X

F—AFA4¥— K —B8 (RRKF) - @B (RRKAF)
In metabolic syndrome multiple cardiovascular risk factors, including hypertension, insulin resistance, and glucose
intolerance, are found in a single obese individual. Similarly, multiple lifestyle diseases often develop in a single patient,
suggesting that close interplays exist between the multiple organ system during disease initiation and progression. In
this symposium one focus will be on the mediators and signaling pathways that control the interplay between organs,
such as the heart, kidney and adipose tissue and the involvement of chronic inflammation in expansion of pathologies.
The other focus will be on the epigenetic and transcriptional regulation of pathological processes in metabolic syndrome
and vascular disease. In particular, we will address applications of new technologies, such as comprehensive chromatin
immunoprecipitation with deep sequencing (ChIP-seq), and genome-wide microarrays. Through this symposium we wish
to discuss the current progress and future directions of lifestyle disease biology and development of novel therapeutic
strategies aiming chronic inflammation and organ interplay.

Cancer and stem cells
WA ERHRR
A—HFAH -tk —% (BAPrARRE>2—) - B BT (FERKF)

Each tissue of our bodies is formed and maintained by self-renewal and differentiation of the tissue-specific stem cells.
Recently it has been shown that cellular hierarchy in several cancers is also maintained by “cancer stem cells”. Since
such cancer stem cells often show resistance to chemo- and radiotherapy and thus cause recurrence, they are important
targets for eradication of cancer cells. In this symposium, we focus on a contact point of rapidly emerging fields, stem cell
research and cancer research. We discuss the similarity and difference between the normal and cancer stem cells, aiming

at characterizing and eradicating cancer stem cells.

Next generation sequencing technology enables a large scale medical genomic research
F—AFA %~ FH/ L% (ELEEZHATRAT)

The unveiling of the human genome 8 years ago casts the first light on our complete genomic makeup. The International
HapMap project provided more than 10,000,000 SNPs throughout the human genome, also copy number variations or
other structural variations are emerging that need to be thoroughly considered. In addition, the personal genome of Craig
Venter, James Watson or others shed new light on human variation and complexity. Now, 1000 human genome sequence is
available. The rapidly growing human genome information will bring bright future to medical genomics research and lead
to improve healthcare system. In the symposium, we will discuss the most updated medical genomic research using next

generation sequencing technology.

Modern descendants of an ancient RNA world
RNA 7 —JL K D37
FT—AF1¥ - 1BR FZ (BEZEZLAFE)
The term “RNA World” originally referred to a hypothetical time in the evolution of life on the earth when RNA was only
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catalysts and the sole genetic material. “The RNA World” hypothesis includes basic assumptions: At that stage in evolution,
genetic continuity was assured by the replication of RNA catalyzed by RNA, which was based on the standard Watson-Crick
pairing. This hypothesis of an RNA world without protein was supported by the discoveries of RNA molecules (“ribozymes”)
that indeed have catalytic activity. DNA stores more stable information than RNA and proteins can be more catalytically
active than RNA, but only RNA can do both. RNA World organisms could have harnessed the structural and functional
potential of RNAs to create sophisticated regulatory networks without the need of proteins. To understand the origins of
our genetic system, it is important to search for RNA-based regulatory systems that might be relics of the RNA World in
contemporary organisms. Current efforts to search for modern descendents of an ancient RNA-based regulatory system
will be presented.

Spatiotemporal regulation of chromosome segregation
Zeta {493 Bo 0D BF 22 [ AY i 1

FT—HFA¥— 1 EE TR (REAF) - T5F 2t GRELFEH%RR)
In every cell division, a cell must duplicate its genome and faithfully partition the duplicated genome into daughter cells.
If this process fails to occur accurately, the resulting daughters inherit an incorrect number of chromosomes, leading to
aneuploidy, a condition that sometimes promotes cancer. For faithful partition, the enormously long chromatin becomes
compact, and the chromosome architecture changes dynamically. We will discuss recent outstanding progress in the
chromosome segregation field.

Networks and dynamics of regulatory chromatin
A FUHIEOR Y M7 — V& L BE

F—AF14¥— 1 A+E M (RIALKF) - ik XA (RRKF)
Chromatin structure shows dynamic changes upon gene expression. Diverse sets of proteins have been found to regulate
the structure and function of chromatin. Modified chromatin then changes the activities and specificities of the regulators,
indicating the presence of networks of regulators on the surface of chromatin. “Regulatory chromatin” is coined to reflect
the bi-directionality. In this symposium, various approaches using proteomics and genetics will be presented to show
networks of regulatory chromatin. Canonical histone modifications will be integrated as network parts, and both stability
and dynamic transition of chromatin will be discussed based on recent findings.

Plasticity of cell polarity and the signaling pathways driving its transition
RO EBM EBEOBNELEEXZA 5 TFHILR
F—HFAH— 1 KT KB BEMIULAS) - Fith & (KRAF)

Cell Polarity is among the fundamental cellular features besides cell division, apoptosis, differentiation, aging, and others
governed by gene expression, metabolism, cytoskeletal arrangements, vesicular transport and cell signaling. Cell polarity
is critically related to cell shape and tissue architecture, special arrangements of cellular structures in a single cell
and that of cells in a tissue, but their underlying meanings and mechanisms remain mostly unclear. However, recently
accumulating evidence indicates the importance of cell polarity not only during animal development but also in physiology
and pathophysiology of adult animals. Here we aim to focus on some phenomena that have been studied from the point
of a variety of biological and medical interests, and to reconsider them from the point of cell polarity and its plasticity. The

phenomena we consider involves epithelial morphogenesis, epithelial mesenchymal transition, and neuronal development.

Frontier of reconstitution biology toward understanding of principals in dynamics of high-order complexes
EBREGERTAFIVAIHTZEXRREOHEAE BIE L -BEREMFE ORI

F—AF14¥ - FUB (ANKF) - 5lF &% (RRIFEXF)
The life of the cell requires highly organized dynamics of high-order complexes including various protein factors and/or
nucleic acid factors. Such dynamics will never be fully clarified only by the in vivo analyzes using cell biology and genetics
although these studies are indispensable to construct important basis. In addition to these, it is extremely important to

use in vitro reconstitution biology, which builds, analyzes and operates the high-order complexes, in cooperation with the
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in vivo analyzes, structural biology, bioinformatics etc. Indeed, in vitro reconstitution plays important roles in developing
frontiers of various fields in current molecular biology. This symposium will present representative researches in
reconstitution biology.

Regulatory systems mediated by programmed ribosomal stalling
BER7 L X M IC K 3 BnIEERFIR HIE

F—HFA Y — R MIB (REEXERT) - AT (LEEXF)
In this symposium, we address a concept that elongation of nascent peptides is arrested or modulated through their
interaction with the ribosomal interior components, thereby regulating specific cellular events. Recent years have witnessed
discoveries of regulatory nascent chains, which contain amino acid sequences that interact with the ribosomal exit tunnel
to induce elongation arrest in response to a specific physiological cue, such as the presence of metabolites, exposure
to antibiotics or other stresses including dysfunction of a protein delivery machine. Resulting ribosome stalling affects
secondary structures or cellular localizations of mRNA as well as fates of the protein product, providing a novel mode
of regulation at the level of translation, mRNA splicing and protein targeting/maturation. We will discuss physiological
significance of this class of regulatory systems in bacteria, plant and animal cells as well as molecular mechanisms
underlying therein.

Centrosome Biology : From structures to developmental functions
FOMENLFOY - DRI - FFEED S REFHEE T

F—HFA ¥ — 2K BHF (RILKF) - K2 £ (RRAF)
It has become apparent in recent years that the centrosome is not merely a microtubule organizing center, but actively
participating in various developmental processes including cell polarization, cell fate determination and morphogenesis.
Defects in centrosome organization or its movement are linked to human diseases such as microcephaly. In this
symposium, by introducing latest findings in centrosome research with diverse approaches from structural to
developmental biology, we will shed light on new aspects of the centrosome as an organelle that integrates diverse
intracellular signals.

Static and dynamic states of the epigenome — maintenance, establishment, and reprogramming
IES/ LOFBEH—HEF. k. V7O753>7
FT—HFAY - FE BN (AXrAtr2—) - R XE (BEAKZF)

Epigenome is characterized by its stable maintenance upon somatic cell replications and its dynamic changes upon cellular
differentiation and reprogramming. Molecular bases for faithful replication of an epigenome have been characterized. For
the dynamic aspects, changes in individual genomic regions upon differentiation have been clarified, together with their
significance and active regulation. Mechanisms how exogenous signals induce epigenomic changes are now becoming
clear. Further, erasure and re-writing of the epigenome are critically important for cellular reprograming. This symposium

will focus on epigenetic controls involved in the static and dynamic states of the epigenome.

From proteostasis to organellostasis — a new paradigm in organelle biology
FNHRINAFOD —OHBRE—TOATAZXEI XL S5AINHXORE Y AN
F—AF14¥— & dEL (BEEAE) - BA =X (ANKF)

Proteins in cells do not function alone, but instead cooperate with each other to form functional networks, thereby
mediating various essential cellular processes. Functional generation and maintenance of these protein networks or
proteostasis rely on the system that controls protein synthesis, folding and trafficking and the one that monitors their
functional quality and, if necessary, executes risk-management programs. Recent studies indicate that similar cellular
systems are also in operation at the levels of organelles, which are essential for achievement and maintenance of the
organellar functions or organellostasis. For example, a cell has a mechanism to monitor mitochondrial functions and to
dispose of defective parts of mitochondria for achieving normal energy generation. Under the ER stress conditions, a

cell may regulate inheritance of ERs to a daughter cell to maintain a minimum level of ER functionality in the cell. In this
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symposium, we will focus on recent advances in our mechanistic understanding of proteostasis and on newly emerging
concept of organellostasis in various organelles.

Molecular mechanisms of cellular stress recognition and responses
RIEZL (AL R) ORBEMBREZEDDFA XL

FT—HFA4¥ - —E FE (RRKAF) - BH &7 (&RKXF)
A living organism can adapt to a variety of environmental changes. This adaptation shall be explained as the sum of
recognition of and responses to the environmental stress by individual cells composing the organism. Occasionally,
cells actively die in response to severe stress. Recent studies revealed that dying (or dead) cells are source of variety of
molecular cues for surrounding cells. In this session, recent topics regarding molecular mechanisms of cellular stress
recognition and responses (including cell death) will be presented, and their biological roles will be discussed.

Glycoprotein quality control : Biosynthesis, molecular recognition and physiological roles of N-glycans
BN EREEE N BEEEOEEGR. 9T E. TOEEREE

F—AFAH— 1 HARE GBLZEMPE) - IO B GRLFEM%En)
It has been well documented that glycans on proteins play pivotal roles in various intracellular and/or intercellular events.
Especially, there is a growing evidence suggesting the occurrence of an N-glycan-dependent sophisticated mechanism
for the quality control of proteins, utilizing the early processing events of glycans. In this system, folding state of carrier
proteins are closely monitored, and based on the subtle difference of the glycan structures, cells dictate if the carrier
proteins are functional or otherwise should be destroyed by the system called ER-associated degradation (ERAD). In this
symposium, most recent progress regarding the molecular mechanism of N-glycan-based quality control of proteins, as
well as the early events of the biosynthesis of N-glycans and its lipid precursors will be discussed.

Molecular biology of insects
BROSFEDF

F—AF4 ¥~ AH BERHE (EERMEESHER)
Recent advance of molecular biology have enlarged a chance to study many divergent insects as well as a famous model,
Drosophila melanogaster. In this symposium, we introduced body color determination of dragonfly, seasonal mating
rhythm of stinkbug, early development of cricket at molecular level of study. In Drosophila, we also focused on circadian
clock mechanism and neurodegenerative disease model.

Genome dynamics : The molecular network in maintenance and conversion
TILFAFIVR  #FEETBROPFRY NT—7

FT—AF4¥— SHE (FHKXF)
Every cell in an organism has a genome, and its stability is crucial for life. On the other hand, the genome often converts
its shape in both physiological situations such as meiosis and pathological conditions that result in disorders. The
extensive research efforts in recent years have highlighted the molecular networks that support genome dynamics. In this
symposium, researchers with different perspectives will discuss their cutting edge data toward deeper understanding of

the genome dynamics.

Molecular biology of long noncoding RNA - Quest for origin of its diversity -
K88 noncodingRNA DB FEMF — S B FEHDHRICED —

F—HFa¥— 1 Bl B FEERKAF) - Il E— GB{LFMEFR)
The human genome has been found to generate huge numbers of transcripts. Merely half of the transcripts are mRNAs
bearing protein-coding information. The other half of transcripts are thought to be noncoding RNAs (ncRNAs) that do not
code any protein sequence information. A majority of the ncRNAs are supposed to be long ncRNAs (IncRNAs) with length
more than two hundred nucleotides (nt), and strong attention has recently been made on these group of RNAs, although

we know much less about them compared to the small RNAs that have been a major topic of the ncRNA research field.
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Divergent functions have now been assigned to the IncRNAs, including epigenetic regulation of gene expression (Xist,
Kcnqlotl, and other Inc RNASs), regulation of splicing factors (Malat-1), and architectural role in nuclear bodies (MENe/f).
There is no significant sequence homology identified across these IncRNAs, nor similarity in their functional mechanisms.
One of the central questions regarding the IncRNAs is their origin of the molecular diversity; how are these IncRNAs
generated, and how are they selected for each specific function? We organize this symposium with active scientists from all

over the world, aiming at discussing these elusive questions with an emphasis on their common origins.

Mobile elements and its biological functions
LhOMI > RRI Y - RIEECY) & EntaE
F—AFA¥— 7 £H EREREHASE) - BB F— (RHAZFE - BALZHEER)

In higher animals and plants, biological functions of retrotransposons and repetitive sequences are now attracting
much attention. They had long been recognized “garbage” of the genomes in spite of their abundances, several lines
of evidences demonstrate that some of them play essential roles in development and evolution of the organisms. In this
symposium, we focus on their functions as newly acquired genes and regulatory elements in development, components for
maintaining heterochromatin structure as well as molecular mechanisms for repressing their expressions and/or utilizing
their sequences as structural components, such as DNA methylation, histone modification and RNAi. These studies will
elucidate the real interaction between these mobile elements and the host organisms in the past and present.
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Can the heart regenerate? —Approaches for understanding developmental cardiac diversity and reconstruction of
the functional heart-
DEIBEET 3H ? —DELERSHMEOER & ORBEBEMREOREER—

FT—HF4¥ - BlI-EA =F (RRLFERKFE) - NETA FF (RERAF)
The heart is a quite important organ to maintain our life, but heart transplantation remains the definitive treatment for end-
stage heart failure in human. Certain fish and amphibians retain a robust capacity for cardiac regeneration. And recently
regenerative potential in newborn mouse heart was reported. To find the way instead of heart transplantation, many
scientists have tried to identify cardiac stem cells, establish efficient cardiomyocyte differentiation system from ES and/or
iPS cells and direct reprogramming methods. In this session we would like to introduce recent researches for basic and
practical cardiac regeneration to repair damaged hearts. And the heart morphological diversity is thought to be a candidate
to provide regenerative ability. Then we will also focus on diversity of the heart system and developmental differences.

Revisiting model animals as tractable tools for studying life science
EFIVEPEEHEROF BT RL—2 3>

FT—AFA¥— Bk RER (GRLZHRAR) - = #E EREESERASE)
The success of life science has been achieved by the study of classic model organisms, such as bacteriophage and sea
urchin, and also recent models - Dictyostelium, Arabidopsis, C. elegans, Drosophila and Zebrafish. These model organisms
have acquired an important position as research tools aimed at connecting universal biological phenomena with gene
function, as a consequence of which the meaning of “gene” includes its physiological functions. In the 1970s, Dr. Seymour
Benzer discovered that biological phenomena such as “time, love and memory” are genetically regulated by a “gene”.
As more than 30 years have passed since Dr. Benzer published this amazing discovery, it is now time for us to reconsider
the potential of model organisms. This workshop will focus on a number of biological phenomena expressed by “living
organisms’ and we will hear about recent progress from leading researchers who are using such models.

Dynamic linkage of vascular system and organ functions —novel roles of blood vessels in health and disease
F—HFAH - IUT B (FEXF) - B B (RERXF)

The complex body architecture of vertebrates requires blood vessels transporting gases and nutrients between organs.
Blood vessels develop from common endothelial progenitors in the early stages of embryogenesis, and become diverse
among the different organs. This diversity of blood vessels is determined by their interaction with various cell types in the
microenvironment. Since vascular systems are involved not only in the maintenance of homeostasis of our body but also in
the pathogenesis of various diseases such as cancer, understanding the molecular mechanisms that govern angiogenesis
is crucial for developing therapeutic strategies. In this workshop, we will introduce the recent progress in the mechanisms
underlying the formation of a vascular system, focusing on its interaction with organ functions in physiological and

pathological conditions.

Neuronal ensemble revealed by calcium imaging
AW ILA A= TICKUBERLTHERROT7 YT
F—HFA ¥ — 1 dhH{ Z— BEKXF) - L E— (BiL&EEFRER)

It is important to visualize neuronal activities during animal behaviors to understand the function of the neurons and the
brain. One approach to make this possible is to image the increase of cellular calcium ion concentrations associated with
generation of action potentials. For this purpose, fluorescent calcium indicator dyes and genetically-encoded calcium
indicators (GECIs or DECISs), such as the cameleon and the GCaMP protein, have been developed. When these are
introduced into neurons, spatio-temporal patterns of the neuronal activation are visualized. In this workshop, we will

present methodologies developed for calcium imaging and studies on functional neuronal circuits by using those methods.
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Visualization and optic control of neural circuit underlying behavior
TENZ ZEDY 2 MEEER D FIRIE & IS K B I

FT—HFA Y- 8RhEF EE— (RRKAF) - AR (AMNKF)
Animal behavior is based on sophisticated information processing by the neural network. Recently developed optical
techniques are powerful tools to extend our understanding of the neural network when combined with the classical
techniques such as genetics, molecular biology and electrophysiology. The new techniques include live imaging to visualize
neural activities in living animals and optogenetics to control neural activities by light. In this workshop, we will review the
recent progress in the neural circuit analyses made by using these optical techniques in model organisms.

Next generation molecular medicine
RERPTFEE

F—AFA¥— 1 maE EE (ERAF)
Advances in next-generation sequencing and genomic technologies are unlocking the biology of disease in an
unprecedented way, leading to a paradigm shift in elucidation of genetic and epigenetic disease mechanisms, as well as
in target finding, drug development and patient treatment. The mission of this workshop is to explore the most exciting
examples of next-generation sequencing currently applied in biomedical research.

New development of in vivo optical imaging and optical manipulation by advanced light source
FHERXBEEEREL 2EE A X =T 2 T EXIREOHFER

FT—HFA ¥ - S @EE (BRAF) - RA FS (LEEXF)
Advances in novel light sources and biological light probes have recently triggered innovative developments in optical
imaging and manipulation in living animals. Those allow us to visualize dynamics of cells and biomolecules as well
as to manipulate them "in vivo". In this workshop, four young and prominent investigators will present their recent
progress regarding in vivo optical imaging by using two-photon, super-resolving microscopy, coherent anti-stokes Raman
spectroscopy (CARS), or optical manipulation by using photo-activatable membrane proteins. We would like to discuss
about these current improvements in the field of optical imaging and manipulation as well as their potentials.

Allogeneic authentication: Molecular mechanisms of cell recognition and fertilization
7 OFREE : HRRREEN E RO FA DXL
FT—HFAH— 1 H L EBEM (KBRAF) - RR FF HEXF)

The sexual reproduction deserves profound importance for life. Besides it is evidently the only means for proliferation in
many complex organisms, it contributes to the genetic diversity within species for a wide range of organisms, including the
monads which can asexually reproduce. For the latter significance to be acknowledged, fertilization or mating should occur
between the gametes from allogeneic (i.e. genetically different) individuals. Thus, the “allorecognition” to discriminate
self and non-self and “gamete recognition” leading to membrane fusion construct a fundamental system of reproduction
to maintain species with adequate divergence. Those two recognition mechanisms can be integrated and referred to
as “allogeneic authentication.” Although it has been anticipated that individual species have evolved their indigenous
molecular mechanisms for allogeneic authentication, recent investigations are demonstrating that various reproduction
systems share molecular mechanisms more extensively than we expected. In this workshop, current hot topics in this field
will be presented by invited investigators and the future scope of “allogeneic authentication” will be discussed with all the

attendees.

Cell competition: A new frontier toward understanding cell-cell communication
HRame  MlREII 1=/ —2 a3 CHAROHEE
FT—HFA¥— 1 MH tE (BEMEKXT) - EH Kz (vEmEKFE)
Tissue development and homeostasis are regulated by the coordination of cell death and cell proliferation within
multicellular communities. Such coordination is facilitated by a phenomenon called "cell competition", which is a concept

of cell-cell communication, in which faster growing cells ( ‘winners') in the tissue eliminate adjacent slower-growing cells
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(“losers’) by inducing cell death. Cell competition is thought to play a role in organ size control by absorbing fluctuations
of the ‘cell proliferation/cell death balance’ during normal development, as well as in tumorigenesis, cancer progression,
and maintenance of stem cell populations in their niche. In this workshop, we would like to have an exciting and stimulating
discussion to impact the future direction of this field.

Recent progress in cell engineering: Development of cells with novel functions
HET2OHER : FiRAENZFOMBORRE

FT—HF1¥— 1 %KE BiF (BIUKXF) - £/ EiF (KRAF)
Recently the development of cells with novel functions is accelerated due to the availability of reprogramming procedures.
As well as gene transduction, various techniques such as designing human artificial chromosomes, replacing cytoplasm,
and co-culturing with other cells are found to be useful for the approaches to prepare the cells with the function of interest.
Some of these techniques are demonstrated with iPS cells and others are independent of iPS cells. Here, we introduce
recent practical approach to develop cardiomyocytes, chondrocytes, human artificial chromosomes for gene therapy, an in
vitro antibody generation system, and a cancer stem cell model in this workshop. The cells developed by these techniques
are expected to help tissue regeneration, gene therapy and treatment of diseases including cancer, inflammation and
infection.

Reconstruction of human evolutionary history by using huge amount of genome sequence data
BXEsy/ LT —2RAVTE MEEDEE 2 BEET S

F—AFA¥— HEF MBEMRAEZRAT) - S0 R (EERWNEESHTE)
Thanks to next-gen sequencing technology, the first Japanese genome sequence was determined in 2010, while the
1000 Genomes Project is producing a large amount of data on human genetic variation. Those data will be indispensable
resources to elucidate how our ancestors developed human-specific features and how our species acquired the diversity
at the molecular and phenotypic levels. In this workshop, we introduce current topics about reconstruction of human
evolutionary history, including the speciation from our primate relatives, the origin of the Japanese population and the
evolution of genetic diseases, that made use of massive sequence data.

Useful and useless databases
BISALDT—AN—R, RICA2BEVWT—EN=2X
FT—HFA Y= IR EF (GATHAIILRFET —aN—Xt&—) - L BE (EERITEESMER)

The amount of scientific knowledge, publications and biological databases are growing rapidly and their effective research
applications are becoming more and more important. The recent development of new sequencing technologies have
lead us to gain the wide variety of massive data on gene expression, variation, epigenetic information, as well as genome
sequences per se. With the advent of new kind of resource databases (for metabolites, etc.), and mobile IT devices
(smartphones, etc.) and the internet services (social network services), we have embarked on new era of the research
environments in information management. In this workshop, we would like to discuss and manifest for new challenges on
biological databases in terms of their effective developments and research applications from various viewpoints, which lead

us to the ideal next generation databases.

Gene regulation by small RNAs : Mechanisms and functions
/N3F RNA ICK B EEFREFE~FRAX A XL EEENER~

FT—AF14¥ - B EF (RRKF) - BR XEF (BESZKAY)
It is well established that 20-30 nt long small non-coding RNAs, including small interfering RNAs (siRNAs), microRNAs
(miRNAs) and PIWI-interacting RNAs (piRNASs), play critical roles in diverse cellular processes by regulating expression
of complementary target genes. However, it remains largely unknown exactly how small RNAs function and which steps of
cellular processes small RNAs regulate. In this workshop, we focus on such mechanisms and functions of small RNAs, and

will discuss latest findings on small RNAs in various organisms.
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How in vivo imaging approaches the molecular mechanism of common diseases?
EEA A= JTHLPICEIEFEBRODFA DXL

FT—HFA¥— B E (REXF) - AH B (KBERXF)
It has recently been elucidated that adult common diseases including cardiovascular and malignant disorders are based on
chronic inflammatory status, but conventional methods to analyze in vivo cellular and molecular functions are very limited.
Therefore, intravital visualization techniques to assess dynamic interplay between multiple cell-types are clearly needed to
reveal underlying mechanisms of pathological conditions. In this session, we focused on the recent advances of intravital
imaging technique using new microscopes, and research findings of in vivo functions of inflammatory, immune, and stem
cells in diseased situations. The research fields of the presenters would be very broad, including metabolic, immune, and
cancer diseases. In this session, we also show not only new in vivo imaging techniques, but also novel research paths
connecting in vitro molecular and in vivo research fields, that we hope would be informative to all the audiences in the
fields of molecular and cellular biology

Oxidative stress and its defense mechanisms
BEAMLRIINT IEGEFELE

F—AFAH— BB (ANKZF) - e B2 (EXEXEZESEFEMTAN)
Oxygen is utilized for generating the energy in the organisms, thus, indispensable for the life. The utilization of oxygen in
the energy producing system inevitably accompanies the generation of reactive oxygen species (ROS). The formation of
ROS is further enhanced by exposure to ionizing radiation and various chemicals as well as by inflammation. ROS attack
DNA, RNA and their precursor nucleotides, and consequently various modifications of nucleotides are introduced into
DNA or in RNA as oxidative DNA/RNA damages in the normal cells under the physiological condition. The resulting
oxidative DNA/RNA damages are considered to cause mutagenesis and cell death, implying aging-associated diseases,
such as carcinogenesis and neurodegenerative disease. In this workshop, the research on the defense mechanisms against
the oxidative stress will be presented, and their relationship to suppress ageing-associated diseases will be discussed.

Functions of the intrinsically disordered regions found in various proteins
KALM 2 >IN ERRPEAL T ERDD FHE

F—AFA¥— B B (ANAZ) - 48 K2 GRIL=M%A)
Proteins do not always have defined structure, but some of them entirely or partly lack stable three-dimensional structures
in solution. These proteins are called intrinsically disordered proteins (IDP), and the disordered regions in part of the
proteins are called intrinsically disordered regions (IDR). The folding of the IDPs or IDRs is coupled to binding with their
targets. This molecular recognition mechanism is different from the well known “lock and key” and induced-fit models.
Therefore, IDP and IDR are now the objects of attention from the protein structural point of view. In this workshop, we
summarize the current status of the novel research field of the protein science, and the topics will be how the IDP and IDR
distribute in the living organisms, how to study structural biology of IDP and IDR, how the IDP and IDR are involved in the
functions for the protein interactions. Scientists in the fields of structural biology, molecular biology, and bioinformatics will

present their works and we will discuss perspective of this research field.

Atomic resolution dynamics revealed by state of the art technologies
BB EHREL ZEFERS M I 7 A0

F—AF14¥— 1 FKRE (RRKF) - 50 B (RELAF)
Recent progress of biophysical techniques involving electron micrography, NMR and X-ray crystallography as well as
single molecular imaging is so rapid. Furthermore, X-ray free electron laser (XFEL) is now ready to develop a new field
of dynamic structural biology. In this workshop, we will discuss how far these state of the art technologies elucidate the

mechanism of the atomic-resolution dynamics of biological phenomena.
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Circadian clocks : Diseases and therapeutic targets
$BHU X LEEERET IEHHEERROER

F—AFA¥— £FE HX (RWAF) - /\KH 5L (REAFLEFRKZF)
Circadian dysregulation, a characteristic of rotational shift work and sleep disruption in humans, has been linked to the
pathogenesis of a variety of diseases that include hypertension, obesity, diabetes mellitus, cancer, etc. Recent advances
in our knowledge of mammalian clockworks have opened up new analytical and therapeutical approaches against the
diseases. In particular, the availability of clock-deficient animal models for disease analysis on the one hand, and the
ability to diagnose circadian malfunction by means of clock (and clock-controlled) gene expression profiling with isolated
tissues and blood on the other hand, have paved the way toward exploring the molecular pathways linking clocks and
diseases. An outstanding feature of this field is that therapeutic targets are widespread across the body. Virtually all cells
in the body possess self-sustained functional clocks and they constitute a hierarchical multi-oscillator network, in which
the hypothalamic suprachiasmatic nucleus acts as the central pacemaker dominating the local clocks. This workshop will
elaborate on the central and peripheral clock system at the molecular, intercellular and systemic levels and further discuss
in detail how this current knowledge will translate into potential chronotherapy and diagnosis for the circadian clock-
related diseases.

Animal models for cancer development: Relationship between genetic abnormalities and cellular context
PADRELERBZBXELTHYET I  EGFER EHBEAEREDOHER

FT—AFA ¥~ KHEE (LBEKXF) - £ 288 (FAMRSH ARTEN)
The neoplastic diseases are manifested by abrogating homeostasis of higher-order organisms. Therefore, animal models
are important to understand the nature of cancer and the mechanism of cancer development. Novel information will be
presented using innovative animal models, and presentation will be focused on the relationship between genetic/epigenetic
abnormalities in human cancer and cellular context of tissue stem/progenitor cells that are origins of cancer. Exploration
of genetic interaction and pathways important for cancer development are also an important goal of this workshop, and the
models using the transposable element technology provide great advantages for this purpose.

Epigenetic regulation of cytokines in chronic inflammation
REMV A PO EBMERENIEY 2271 v 7R
FT—HFA ¥ - XF KA (FRERAZR) - IUT B&E (9 & DNA %)

Inflammation is characterized by simultaneous destruction and healing of the tissue. Chronic inflammation accelerates
disease symptom as harmful face, eventually leading to several refractory inflammatory diseases. However, this chronic
situation also leads to negative regulation of the accelerated responses. These positive and negative regulations during
chronic inflammation are controlled by combination of pro-inflammatory cytokines(IL-1, TNF, IFN-g IL-17 and so on) and
anti-inflammatory cytokines (IL-10 and TGFb. The expression of these cytokines is genetically controlled by epigenetic
regulation, and chronic situation sometimes promotes plasticity in cytokine expression profile that influence on the disease
symptom. In this workshop, we mainly focus on the transcriptional regulation of pro-inflammatory and anti-inflammatory

cytokines to understand how the plasticity of cytokines are regulated in chronic inflammation.

Chromatin dynamics regulating chromosomal functions
LafEEEERNETI /I OYF o 44F3IVR
FT—HFAH— 1 FHH AKX (KRKAZF) - Bl BH— GB{EFMZEF)

Chromosomes are highly-organized structures that carry the genes of eukaryotic cells. In addition to the actual genes,
there are at least three essential domains ensuring chromosomal function: origins of replication which direct the
duplication of chromosomal DNA, centromeres which distribute the chromosomes properly into daughter cells, and
telomeres which protect and replicate the ends of linear chromosomes. Recent studies make it increasingly clear that
1) organization of such domains are tightly linked to characteristic histone modifications and chromatin dynamics, and
that 2) the domain’ s functions are interlinked each other by an intricate network mediated by chromatin proteins. In this
workshop, we will discuss recent findings on the molecular mechanisms of chromatin dynamics that regulate chromosomal

functions.
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New paradigm of cellular DNA repair in relation with transcription and replication
BELPSHRIEGEE - BREOFH LW/ LHEEEE
FT—HF1¥ - HB K (REXF) - TH A (FRXF)

DNA damage seriously influences transcription and replication, leading cell to genome instability and cell death.
Consequently, many lines of evidence have shown that transcription and replication cooperate with DNA repair. Since
DNA damage produced in cell is repaired in the context of chromatin complexes, it is reasonable to suppose that the
cellular repair process requires remodeling of chromatin before and after the process, which may be similar to those for
transcription and replication. Indeed recently, various factors involved in the chromatin remodeling during transcription
or replication were identified as those necessary for DNA repair. Thus, the process of cellular response to DNA damage
and repair may be more related to those of transcription and replication. From this viewpoint of cellular DNA repair,
the influence of DNA damage on transcription, histone modification, chromatin remodeling and replication, and the

mechanisms of molecular responses to DNA damage will be discussed.

The molecular biology of “Life-Aging-Disease-Death”
[HEZRE] NOPTFEYENT T7O—FORFHRE~HREEE. > TFNVETET/ LOBEEBETDOE~
F—AFA Y~ HF A (FEXF) - mHF B (FEXFH)
While many processes, for instance temporal and spatial control of gene profile during the development of organisms, in
biology increase complexity, the aging process increases entropy and culminates in the death of animals. Recent genetic
studies have indicated that aging process is subjected to regulatory network. It is now well appreciated that these include
the nutrient-sencing pathways (such as insulin and mTor signals), and transcriptional and chromatin regulations (Sirtuins
etc) with profound consequences. Importantly as well, it is also evident that molecules that regulate cellular senescence
and apoptosis (such as p53 and pl16) are critically involved in aging process and pathogenesis of its associated diseases
like cancer, cardiovascular disease and metabolic disorders, a testament to importance and crosstalk of transcriptional
and epigenetic regulators in the four inevitables in our life. In this workshop, we discuss about the forefront of molecular
biology in “Life-Aging-Disease-Death” and hopefully find out and share the future direction in this field.

Molecular mechanisms of replication fork recovery pathways
BT + — 7 BERBTROREHR
F—HFAH - XF EE (WMNKF) - 20 £ (FBRXP)

Cells have evolved multiple pathways to prevent and recover from catastrophic consequences after replication-fork stall and
collapse at the sites of DNA damage. These pathways, including double strand break repair, interstrand crosslink repair,
fork regression, translesion DNA synthesis and cell cycle checkpoint, are very important, because the loss of function
of any one of them leads to cell death, cellular senescence or cancer. Recently, it has been shown that posttranslational
modifications of repair and replication proteins, such as ubiquitination of PCNA, and the modification-dependent protein-
protein interactions play crucial roles in the activation or choice of the pathways. In this workshop, we will introduce
studies by young researchers in this field, and will discuss the molecular mechanisms and biological significance of a wide

variety of the replication fork recovery pathways.

Ribosome biogenesis and nucleolar dynamics
DRV —LEBRERIMEFAFIVR
F—HFA ¥ - &lFEF EE (BBAF) - #1U BAF GREXF)

Ribosome is a macromolecule responsible for protein synthesis in all organisms. Ribosome biogenesis is a tightly controlled
multi-step process that begins in the nucleolus and ends with the formation of mature ribosome in the cytoplasm. Recent
findings indicate that the ribosome biogenesis is directly involved in variety of cellular functions, including chromatin
modulation, cell metabolism, senescence, and apoptosis. Defects in ribosome biogenesis also link to human diseases. It is
now becoming clear that disruption of ribosome biogenesis causes nucleolar stress that triggers a p53 signaling pathway,
thus providing cells with a surveillance mechanism for monitoring ribosomal integrity. In this workshop, we will focus on

the recent topics of ribosome biogenesis and nucleolar dynamics and will discuss future directions for research in this field.
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Survival strategies of unicellular organisms -from a cell to population
BimiaLEY I R 3 E & EFDETFEES
F—AFA Y — 2K B (EXLEEFEMTER) - KE RNT GUEKAZFE)

We usually think that cells in an isogenic population of unicellular organisms should show uniform characteristics under
any circumstances. However, it is now proving that individual cells even belonging to a population sometimes show
heterogeneous characters. Interestingly, the fate of a population is determined by the limited number of cells or the
communication between cells which shows different characteristics in some cases. This phenomenon might be enhancing
the adaptation activity not only for cells, but also populations to environmental stresses. In this workshop, we are going to
focus on the researches related to the heterolytic behavior of cells and their inter-cellular communication in the population.
We believe that, through the discussion about the latest progression by novel idea and new technologies, we could share

new concepts of how the population characteristic of unicellular organisms is determined.

The nuclear pore complex and the nuclear transport system acting as a molecular switch to regulate nuclear
functions
MRZOWBERIE X 1 v F & U TE < BELIBE & X DL A&

F—HFA¥— RO BF (BRAEMEERE) - TR BF (KBRKXF)
The eukaryotic cell nucleus is an organelle to maintain the integrity of the genome, and it controls the cellular activities
by regulating gene expression. The mechanisms for intensive and specific control of gene expression are essential for
various cellular events including differentiation, senescence, proliferation, and stress response. Recently, components of
the nuclear pore complex and the nuclear transport system, or their modification such as phosphorylation and sumoylation
turned out to be a molecular switch to regulate the function of the nucleus. We will present the research fronts of the
developing field, and discuss the significance of the nuclear structure and the nuclear transport system.

To the comprehensive view of cell division mechanisms in terms of balance control
INT 2 ZHEOEBR =D S Ol s G EHEE O S RIERICHE T T
F—AFA¥ - HF H= (FIKAF) - GHF (DAMRRSH ARG

Cell proliferation through cell division and inheritance of genetic information through equal chromosome segregation
are fundamental phenomena for life from eggs to adults. Progression of cell division driven by cell cycle engines like
cyclin/CDK complexes and chromosome segregation driven by spindle are closely related mechanisms that regulate
each other. In addition, each mechanism is maintained through fine-tuning of the balance between counteracting
actions; protein synthesis and degradation, protein phosphorylation and dephosphorylation, microtubule polymerization
and depolymerization, attachment and detachment of microtubules from kinetochores, and so on. Disruption of
these mechanisms is related to congenital disorders and oncogenic transformation. In this workshop, we aim for the

comprehensive understanding of cell division and chromosome segregation as mechanisms maintained by balance control.

The frontiers of DNA dynamics for chromosome maintenance
DNA #4737 A& 2L aEF#IFOHER
F—HFAH— 1 LBF B (EEXF) - Bl BB (KRAZF)

Maintaining the chromosome integrity is crucial for all living organisms. To prevent chromosomal rearrangements, it is
important to regulate DNA recombination and damage repair to occur in “a spatiotemporally appropriate fashion”. The
ends of a chromosome (telomere) and the essential domain for faithful chromosome segregation (centromere), consisting
of repetitive DNA sequences, form unique chromatin structures, and occupy specific territories in the nuclei. Although
telomere and centromere play pivotal roles in the chromosome maintenance, the mechanisms of recombination and repair
that occur in such domains remains elusive. In this workshop, we would like to encourage young scientists to present
their new findings on recombination or repair, and to have an exciting discussion on the regulation of DNA dynamics with

regard to the preservation and the evolution of the complex chromosomes.
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Molecular basis of gene regulation and genome maintenance in chromosomes
ZEFICHE T IEGERORBEHIOLAHAZX L
F—AFA ¥ — D #kIR CF (BREAKAZS) - A & (KEAF)

Genomic DNA is packaged into the nucleus as a highly compacted chromatin. Recent advances in structural biology and
genome wide analyses of the chromosome architecture provide a structural basis for the molecular mechanisms of gene
expression, replication, repair, and recombination. The chromatin structure is considered as a fundamental regulatory
element for the epigenetic regulation of gene expression. However, it is far from clear how the gene expression is regulated
and the genome is maintained in the context of chromatin. In this workshop, we will discuss the molecular mechanism of
the epigenetic genome regulation, including the structure and dynamics of histone variants and modifications, by gathering
current studies on the chromatin structure and function using various approaches.

Dynamics and molecular basis of post-translational modifications and cell signaling networks: Interdisciplinary
approaches to understanding biological systems
BRBEMOPFERLE D TFHIVEGERY NT—IDFAF I VR GV AT LANOZENT7 7O0—F
FT—HFA¥— 1 HLE BB (RRAF) - R BE (BHEXF)
Post-translational modifications regulate various properties of proteins such as their activity, localization, stability, and
interactions with other molecules, thereby playing a key role in the control of cell signaling networks and diverse biological
processes. Recent advances in mass spectrometry, and in molecular, structural, and mathematical biology, have not only
made it possible to identify novel post-translational modifications, but have also opened the door to a comprehensive
understanding of the molecular basis and dynamics of protein modifications. It is now appreciated that spatio-temporal
changes in post-translational modifications serve as the driving force in the dynamics of signal transduction pathways
and underlie the diversity of cell responses. Furthermore, functional interplay between different modifications has
recently been identified and is important for dictating cell-fate decisions. Perturbation of post-translational modifications
is involved in a variety of life-threatening diseases. Therefore these modifications are also of clinical importance. In this
workshop, speakers from various fields of biology, including molecular, structural, and mathematical biology, will present
recent advances in the understanding of post-translational modifications (e.g. ubiquitination, sumoylation, glycosylation,
acetylation, and phosphorylation) that regulate critical signaling pathways (e.g. NF- 1 B, MAPK, and Notch signaling).
Furthermore, the use of an interdisciplinary approach to study signal transduction networks will be discussed.

Cytokine regulatory factors in and beyond the cytokine system
Y4 MhA CHIEHETFOH % 2HEEISED
FT—HFA¥— B B2 BEMULAS) - BR BEF (ELBEREEMRAR)

Cytokines such as interferons (IFNs) and interleukins are pivotal to host defense against viral and bacterial infection.
Regulators in the cytokine system, including transcription factor families IFN regulatory Factors (IRFs) and NF-kB,
have been shown to possess critical roles even beyond typical immune responses; such roles include regulation of cell
differentiation, proliferation and cell death. Thus, abnormalities in the function of these regulators are involved in the
pathogenesis of not only infectious diseases but also cancers, autoimmune diseases and more. In this workshop, we aim for
introducing the recent progress in understanding such diverse functions of cytokine regulators as well as the discovery of

new regulators.

Chemical biology of RNA regulations
RNA RO I AnNA440Y —

F—AF14¥— & i (BAKY) - A BfT (REKXF)
In eukaryotic cells, post-transcriptional regulations, such as alternative pre-mRNA splicing, RNA editing and translational
regulation by microRNAs, are crucial for gene expression. Chemical biology, a rapidly developing field defined as the
application of the chemistry methods and approaches to the understanding and manipulation of biological systems, is now
being applied for RNA research and is giving novel insights into biological phenomena through, for example, identification

of small chemicals that modulate alternative pre-mRNA splicing. In this workshop, selected speakers will present recent
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topics of a broad range of subjects in this field, from the basic research on the molecular mechanisms of RNA processing
to the applied sciences leading to the treatment of diseases, and discuss the prospects for the future development of the
chemical biology of RNA regulations.

Recent advances of Hippo and RASSF signaling pathways that regulates cell fate
HRRE Ay & #1819 5 Hippo £ U RASSF ¥ J FIVGERDRAILE

F—AFAH— 2R EF (ERERERASE) - E4K F BEAKFE)
The Hippo pathway has emerged as a conserved signaling pathway that is essential for the proper regulation of organ size
in Drosophila and vertebrates. It is composed of the core kinases Hippo/MST and Warts/LATS that negatively regulates
the coactivators Yorkie/YAP and TAZ to restrict cell proliferation and to promote cell death. A dysfunction of the pathway
is frequently detected in human cancers and correlates with a poor prognosis. The human RAS association domain
family (RASSF) contains 10 related genes with different chromosomal locations (RASSF1 to RASSF10) that regulate cell
cycle control, RAS signaling, apoptosis, immune cell function, and microtubule stability. Some of the family members are
associated with the activation MST. Loss of function of the RASSF family members also results in uncontrolled growth
and tumor formation. Interestingly, recent studies have shown that Hippo and RASSF signaling pathways regulate cell
fate during Drosophila and vertebrate development. The aims of the workshop are to discuss ideas and share scientific
knowledge, and to accelerate our ability to understand cancer and other aspects of biology modulated by the Hippo and
RASSF signaling pathways.

Coordinated epigenetic regulations for transcription by biomolecular modifications
S EPFEMICLIGEFEICMTEBRANEIES 2271 v 7§l
F—AFA ¥ - K& B (BLUAZF) - B @ (RBFKF)

For long time, we thought that living phenomena are regulated by functional proteins with enzymatic activities. Recently,
however, it has come to be recognized that their regulations are not such simple. The reasons are because it has become
obvious that there are so-call epigenetic regulations by modifications of biomolecules like proteins and DNAs in the
eukaryotic cell nucleus while they also contain the physical substances other than proteins like RNAs. We further knew
that these regulations are cooperatively well organized. At this workshop, we would like to discuss the roles and effects of

such biomolecular modifications through epigenetic regulations toward transcription.

Emerging roles of chromosomal DNA replication
Z&k DNA BHOF - L EMFEHER
FT—HFAH¥ - =M B (KBRXF) - #EH #ER (AMNKF)

Faithful DNA replication is a fundamental process for all organisms. In eukaryotic cells, DNA is replicated in a highly
regulated manner during the cell cycle and many “DNA replication” proteins including replicative helicase and polymerases
operate at replication forks during S-phase. In addition to such classical replication factors, it has recently been shown that
many other proteins, which are not directly required for DNA duplication, are recruited to replication forks to coordinate
replication and other chromatin transactions such as DNA damage response, switching of TLS polymerases, chromatin
disassembly and reassembly, and establishment of sister chromatid cohesion. Thus, chromosomal DNA replication has
important roles more than just duplicating genomic DNA, which are tightly linked to the other chromosomal events. In this
workshop, we would like to introduce novel aspects of DNA replication research, focusing on how DNA replication fork is
formed, how its progression is regulated and how DNA replication is harmonized with the other biological events such as

regulation of chromatin structure and development.

Phytochemicals and diseases: A wide variety of pharmacological functions
774 MrIANVERR  TOSREEEXNER
FT—AF14¥ - #EEE WEBEEEXTE) - kA #1— GREXF)
We well know and investigate the polyphenols such as resveratrol from grape, epigallocatechin gallate (EGCG) from
green tea, hydroxytyrosol and apigenin from olive. Recently, those polyphenols reportedly exert physiological effects
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against diseases such as cancer, arterioscrerosis, hyperlipidemia and osteoporosis. Generally, polyphenols display
antioxidant and anti-inflammatory properties. In this workshop, we would like to introduce pharmacological functions
and action and molecular mechanisms of polyphenol on several diseases and human health. This workshop contains 1.
Hypoglycemic effects of phytochemicals: with special reference to skeletal muscle cells and tissues, 2. Antidiabetic effects
of phytochemicals: improvement of insulin sensitivity, 3. Phytochemicals and obesity: from the view of adipocyte, 4. Effects
of olive polyphenol on the formation and maintenance of bone: improvement of osteoporosis, 5. Beneficial effects of olive
compounds and their molecular mechanisms: vascular and reproduction systems, 6. Phytochemicals and anti-aging: from a

view of “Drug-Food-Identical Source”.

Control of mitochondrial functions via intracellular crosstalk
MBRRI7OXM—=27%A 073 a2 N 7HEEERIE
F—AFA¥— AR EZ (KEAF) - AR BEE (ABXKKFH)

Mitochondria are double membrane-bound compartments that harbor their own genome and central dogma, and play
pivotal roles in various metabolisms including energy conversion, signaling, and calcium ion regulation. It is thus apparent
that this multi-tasking organelle dominates our lives, and that defects in its function are associated with numerous human
diseases. Recently, emerging evidence suggests that mitochondria cooperate with other cellular compartments in order to
control and maintain their functions essential for cell homeostasis. In this workshop, we highlight brand-new cutting-edge
topics on mitochondrial structure and function related to intracellular crosstalk, and also discuss about the physiological

relevance to higher-order biological processes.

TOR
F—AFA ¥ — gl EE, ERAF) - B4 #WE FEHHAR)

TOR, the target of rapamycin, is the central hub of a highly conserved signaling network that regulates cell growth in
response to nutrients, growth factors, cellular energy, and stresses. TOR belongs to the family of the PI3 kinase-related
Ser/Thr kinases and forms two functionally distinct and evolutionary conserved complexes, TORC1 and TORC2 (mTORC1
and mTORC2 in mammalian cells). These two complexes have unique regulation and unique roles, but collaborate to
control various physiological functions, including macromolecular synthesis, nutrient import, autophagy, and cytoskeletal
regulation, which, as a whole, orchestrate cellular metabolism and growth. Furthermore, recent studies associated
TOR with various physiological and pathological events, including development, cell differentiation, nerve functions,
carcinogenesis, diabetes, obesity, and aging. This workshop will focus on recent advances in the rapidly expanding field of
TOR research.

Effects of mechanical stress on functions and shapes of the cells and tissues
R DFEMEY X b L XD & Z DREBREENDE
F—HFA¥ - 2l 2 (REXF) - FH B (RREREHAS)

Mechanical stress is known to regulate functions and shapes of the cells and tissues. For example, a ventricular myocyte
experiences changes in length and load during every beat of the heart and has the ability to remodel cell shape to maintain
cardiac performance. In this workshop, the sensing mechanism of mechanical stress as well as its effects on functions
and shapes of the cells and tissues will be discussed by experts in the field with respect to the molecular, cellular, and
tissue aspects. Taking these aspects together, this workshop will provide the most up-to-date information on cutting-edge

advancements in the field of mechanobiolgy.

Molecular mechanism and control of meiosis
BHEAHDOPF A H =X L EFlE
F—AF14¥— R & (KRKF) - AH M= (RRKAF)
Meiosis essential for gametogenesis is different from mitosis, in which two consecutive chromosome segregation takes
place following one round of DNA replication for reduction of chromosome contents for next generation. Dysfuction of

meiosis often lead genome instability, resulting in miscarriage and aneuploidy disease such as Down syndrome. Meiosis
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is unique in chromosome morphogenesis, dynamics as well as cell cycle regulation. In addition, more attention is paid on
meiosis because the importance of epigenetics in the process. In this workshop, we will focus on new advances on our
understanding on events in meiosis for future development in the area of meiosis.
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